Supplementary table 2
Proteins with possible NLS and NES 

A                                                                          B
	Gene ID
	Product Description
	Gene ID
	Product Description

	EHI_060350
	Splicing factor Prp8, putative
	EHI_199065

	Calponin-homology domain containing protein

	EHI_153670
	U1 small nuclear ribonucleoprotein subunit, putative
	EHI_124340
	Hypothetical protein

	EHI_000780
	Chromodomain-helicase-DNA-binding protein, putative
	EHI_191900
	Cortexillin, putative

	EHI_151520
	DNA polymerase alpha catalytic subunit, putative
	EHI_124340
	Hypothetical protein

	EHI_178480
	Histone H3, putative
	EHI_006890
	Hypothetical protein conserved

	EHI_155640
	tRNA isopentenyltransferase putative
	EHI_138050
	Hypothetical protein conserved

	EHI_197230
	Formin homology 2 family protein
	EHI_004850
	Ubiquitin-activating enzyme, putative

	EHI_126160
	DNA excision repair protein, putative
	EHI_123720
	Protein kinase, putative

	EHI_177320
	26S protease regulatory subunit, putative
	EHI_200070
	Hypothetical protein conserved

	EHI_158140
	High mobility group (HMG) box domain containing protein
	EHI_027720
	Coatomer beta subunit, putative

	EHI_156380
	U2 snRNP auxiliary factor small subunit, putative
	EHI_141340
	Hypothetical protein

	EHI_182880
	TFIIH basal transcription factor complex subunit, putative
	EHI_148910
	Interaptin, putative

	EHI_103750
	Nucleosome assembly protein, putative
	EHI_023050
	Protein kinase domain containing protein

	EHI_093960
	pre-mRNA splicing factor, putative
	EHI_100410
	Hypothetical protein

	EHI_119320
	Histone deacetylase, putative
	EHI_148840
	RhoGAP domain containing protein

	EHI_199600
	SKIP/SNW domain protein
	EHI_143830
	Hypothetical protein

	EHI_196410
	Ribosome biogenesis protein BMS1, putative
	EHI_178640
	Yos1-like domain-containing protein

	EHI_016140
	U2 snRNP auxiliary factor small subunit, putative
	EHI_030830
	Plasma membrane calcium-transporting ATPase, putative

	EHI_133330
	5'-3' exonuclease domain containing protein
	EHI_029560
	Glucosamine--fructose-6-phosphate aminotransferase, putative

	EHI_136960
	Poly(ADP-ribose) polymerase, putative
	EHI_187180
	Ubiquitin-protein ligase, putative

	EHI_054140
	CCAAT-binding transcription factor, putative
	EHI_188890
	Hypothetical protein, conserved

	EHI_119550
	CCR4/NOT transcription complex subunit 3, putative
	EHI_023300
	TFR repeat protein

	EHI_150160
	ATP-dependent RNA helicase DDX39, putative
	EHI_068010
	DNA polymerase zeta catalytic subunit, putative

	EHI_118150
	D-tyrosyl-tRNA(Tyr) deacylase, putative
	EHI_117920
	Pleckstrin homology (PH) domain containing protein

	EHI_124620
	Hypothetical protein
	EHI_054110
	Hypothetical protein

	EHI_041580
	Hypothetical protein, conserved
	EHI_091080
	TBC domain containing protein

	EHI_033690
	Hypothetical protein, conserved
	EHI_105970
	Diacylglycerol cholinephosphotransferase, putative

	EHI_040340
	Hypothetical protein
	EHI_127020
	Arginyl-tRNA synthetase

	EHI_052880
	Hypothetical protein
	EHI_182890
	COP9 signalosome complex subunit 1, putative

	EHI_106290
	Hypothetical protein
	EHI_055420
	GTP-binding protein, Ras family


Supplementary table 2. In order to find proteins with NLSs or NESs, bioinformatics analysis was performed. Protein sequences were obtained and analyzed from amoebadb.org. Signals were identified analyzing the sequences by using myhits SIB sever (http://myhits.isb-sib.ch/cgi-bin/motif_scan). Analysis showed the presence of these motifs in many proteins from Entamoeba histolytica. In this table, we show some of these found proteins. (A) Proteins with putative NLSs. (B) Proteins with putative NESs.

