	Spot no
	Accession no
	ID
	Species
	Name
	MW (predicted)
	pI  (predicted)
	Peptide Matches
	Coverage (%)
	MASCOT score
	Fold change: Im vs Nv
	Fold change: IW vs Nv
	Fold change: IW vs Im

	1
	XP_588755
	COL6A1
	Bos taurus
	collagen, type VI, alpha 1
	109744
	5.24
	15\40
	18
	109
	ND
	ND
	ND

	2
	XP_588755
	COL6A1
	Bos taurus
	collagen, type VI, alpha 1
	109744
	5.24
	13\23
	14
	124
	ND
	ND
	ND

	3
	Q95M18
	HSP90B1
	Bos taurus
	Endoplasmin
	92654
	4.76
	34\52
	47
	342
	NS
	-2.47
	-1.94

	4
	Q3ZBT1
	VCP
	Bos taurus
	Transitional endoplasmic reticulum ATPase
	89958
	5.13
	34\63
	54
	345
	NS
	-1.84
	NS

	5
	Q0VCX2
	HSPA5
	Bos taurus
	78 kDa glucose-regulated protein (GRP78)
	72470
	5.07
	24\36
	40
	292
	NS
	NS
	NS

	6
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	24\58
	39
	201
	NS
	NS
	NS

	6
	Q0VCX2
	HSPA5
	Bos taurus
	78 kDa glucose-regulated protein
	72470
	5.07
	23\58
	40
	211
	NS
	NS
	NS

	7
	P19120
	HSPA8
	Bos taurus
	Heat shock cognate 71 kDa protein (HSC70)
	71424
	5.37
	23\60
	50
	211
	NS
	-1.8
	NS

	8
	Q3ZCH0
	HSPA9
	Bos taurus
	Stress-70 protein, mitochondrial
	73981
	5.97
	24\35
	47
	293
	-2.04
	-1.66
	NS

	9
	P29701
	ASHG
	Bos taurus
	Alpha-2-HS-glycoprotein (FETUA)
	39511
	5.17
	13\38
	48
	151
	-2.01
	NS
	NS

	10
	P31081
	HSPD1
	Bos taurus
	60 kDa heat shock protein, mitochondrial (HSP60)
	61243
	5.6
	9\43
	18
	65
	NS
	-1.41
	-1.43

	10
	Q3ZBZ8
	STIP1
	Bos taurus
	Stress-induced-phosphoprotein 1
	63070
	6.08
	26\52
	41
	215
	NS
	-1.41
	-1.43

	11
	P52193
	CALR
	Bos taurus
	Calreticulin
	48180
	4.31
	14\44
	36
	145
	-1.68
	-1.84
	NS

	12
	P31081
	HSPD1
	Bos taurus
	60 kDa heat shock protein, mitochondrial (HSP60)
	61243
	5.6
	12\23
	31
	146
	-1.62
	NS
	NS

	13
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	29\40
	51
	356
	-1.83
	-2.33
	NS

	14
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	31\47
	56
	360
	-1.95
	-1.96
	NS

	15
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	36\68
	54
	367
	-2.5
	-2.36
	NS

	16
	P05307
	P4HB
	Bos taurus
	Protein disulfide-isomerase (PDIA1)
	57629
	4.8
	28\54
	53
	299
	-2.65
	-1.75
	NS

	17
	P48616
	VIM
	Bos taurus
	Vimentin
	53752
	5.06
	22\40
	51
	241
	NS
	NS
	NS

	18
	P81948
	TUBA4A
	Bos taurus
	Tubulin alpha-4A
	50634
	4.95
	16\36
	53
	197
	NS
	NS
	NS

	18
	P81947
	TBA1B
	Bos taurus
	Tubulin alpha-1B chain
	50804
	4.94
	16\36
	52
	197
	NS
	NS
	NS

	19
	P38657
	PDIA3
	Bos taurus
	Protein disulfide-isomerase A3 (GRP58)
	57293
	6.23
	20\50
	39
	193
	-2.06
	-2.24
	NS

	20
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	26\67
	47
	221
	NS
	NS
	NS

	21
	P00829
	ATP5B
	Bos taurus
	ATP synthase subunit beta
	56249
	5.15
	23\55
	74
	279
	-1.3
	NS
	NS

	22
	P05307
	P4HB
	Bos taurus
	Protein disulfide-isomerase (PDIA1)
	57629
	4.8
	20\27
	43
	262
	NS
	1.6
	1.66

	23
	P05786
	KRT8
	Bos taurus
	Keratin, type II cytoskeletal 8
	53594
	5.6
	20\42
	35
	186
	NS
	NS
	NS

	24
	P48616
	VIM
	Bos taurus
	Vimentin
	53752
	5.06
	25\49
	56
	258
	NS
	NS
	NS

	25
	P31800
	UQCRC1
	Bos taurus
	Cytochrome b-c1 complex subunit 1
	53444
	5.94
	16\47
	45
	169
	NS
	NS
	NS

	26
	P48616
	VIM
	Bos taurus
	Vimentin
	53752
	5.06
	14\14
	36
	198
	NS
	NS
	NS

	27
	P05307
	P4HB
	Bos taurus
	Protein disulfide-isomerase (PDIA1)
	57629
	4.8
	20\32
	42
	238
	NS
	2.42
	NS

	28
	O62654
	DES
	Bos taurus
	Desmin
	53557
	5.21
	17\43
	41
	153
	-1.79
	NS
	NS

	29
	P05786
	KRT8
	Bos taurus
	Keratin, type II cytoskeletal 8
	53594
	5.6
	22\46
	39
	210
	-1.35
	NS
	NS

	30
	P52193
	CALR
	Bos taurus
	Calreticulin
	48180
	4.31
	13\43
	45
	140
	2.35
	2.23
	NS

	31
	P62739
	ACTA2
	Bos taurus
	Actin, aortic smooth muscle
	42381
	5.23
	14\73
	51
	129
	NS
	NS
	NS

	31
	P05786
	KRT8
	Bos taurus
	Keratin, type II cytoskeletal 8
	53594
	5.6
	18\73
	35
	107
	NS
	NS
	NS

	32
	P60713
	ACTB
	Ovis aries
	Actin, cytoplasmic 1
	42052
	5.29
	15\59
	51
	152
	NS
	NS
	NS

	33
	Q9XSJ4
	ENO1
	Bos taurus
	Alpha-enolase
	47639
	6.37
	22\74
	55
	191
	NS
	NS
	NS

	34
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	23\38
	41
	264
	NS
	NS
	NS

	35
	P08728
	KRT19
	Bos taurus
	Keratin, type I cytoskeletal 19
	43858
	4.92
	20\47
	51
	224
	NS
	NS
	NS

	36
	Q3MHX5
	SUCLG2
	Bos taurus
	Succinyl-CoA ligase [GDP-forming] subunit beta
	47004
	7.51
	12\34
	37
	141
	NS
	NS
	NS

	37
	P52193
	CALR
	Bos taurus
	Calreticulin
	48180
	4.31
	9\27
	29
	103
	3.32
	2.86
	NS

	38
	P52193
	CALR
	Bos taurus
	Calreticulin
	48180
	4.31
	15\28
	32
	201
	3
	3.61
	NS

	39
	P05786
	KRT8
	Bos taurus
	Keratin, type II cytoskeletal 8
	53594
	5.6
	24\68
	40
	185
	NS
	NS
	NS

	40
	P60713
	ACTB
	Ovis aries
	Actin, cytoplasmic 1
	42052
	5.29
	19\74
	66
	193
	NS
	NS
	NS

	41
	P60713
	ACTB
	Ovis aries
	Actin, cytoplasmic 1
	42052
	5.29
	17\54
	57
	188
	2.41
	NS
	NS

	42
	P08728
	KRT19
	Bos taurus
	Keratin, type I cytoskeletal 19
	43858
	4.92
	22\59
	57
	231
	NS
	NS
	NS

	43
	P05786
	KRT8
	Bos taurus
	Keratin, type II cytoskeletal 8
	53594
	5.6
	24\73
	41
	180
	NS
	NS
	NS

	44
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	16\55
	32
	120
	5.22
	4.29
	NS

	45
	Q5KR48
	TPM2
	Bos taurus
	Tropomyosin beta chain
	32931
	4.66
	16\60
	38
	131
	NS
	NS
	NS

	46
	Q5E983
	EEF1B
	Bos taurus
	Elongation factor 1-beta
	24960
	4.51
	8\17
	52
	127
	-1.59
	-1.46
	NS

	47
	P67936
	TPM4
	Bos taurus
	Tropomyosin alpha-4 chain
	28619
	4.67
	14\19
	41
	204
	NS
	1.17
	NS

	48
	Q5KR47
	TPM3
	Bos taurus
	Tropomyosin alpha-3 chain
	32856
	4.68
	11\23
	29
	114
	NS
	1.12
	NS

	49
	P00829
	ATP5B
	Bos taurus
	ATP synthase subunit beta
	56249
	5.15
	12\25
	38
	166
	NS
	3.2
	NS

	50
	Q3MHM5
	TUBB2C
	Bos taurus
	Tubulin beta-2C chain
	50255
	4.79
	10\40
	35
	104
	3.48
	3.29
	NS

	51
	P52193
	CALR
	Bos taurus
	Calreticulin
	48180
	4.31
	5\14
	18
	62
	NS
	NS
	NS

	52
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	20\37
	34
	203
	NS
	NS
	NS

	53
	P52193
	CALR
	Bos taurus
	Calreticulin
	48180
	4.31
	7\23
	24
	80
	4.31
	NS
	NS

	54
	Q5KR49
	TPM1
	Bos taurus
	Tropomyosin alpha-1 chain
	32732
	4.69
	9\28
	21
	74
	-1.62
	NS
	1.72

	55
	P08728
	KRT19
	Bos taurus
	Keratin, type I cytoskeletal 19
	43858
	4.92
	15\55
	46
	142
	NS
	NS
	NS

	56
	Q2KJD0
	TUBB5
	Bos taurus
	Tubulin beta-5 chain
	50095
	4.78
	10\29
	32
	115
	NS
	NS
	NS

	57
	P81623
	ERP29
	Bos taurus
	Endoplasmic reticulum resident protein 29
	28845
	5.63
	8\30
	39
	98
	-1.24
	-1.25
	NS

	57
	Q3T165
	PHB
	Bos taurus
	Prohibitin
	29843
	5.57
	13\30
	65
	184
	-1.24
	-1.25
	NS

	58
	Q3T149
	HSPB1
	Bos taurus
	Heat shock protein beta-1
	22436
	5.98
	15\59
	82
	186
	NS
	NS
	1.74

	59
	Q3T149
	HSPB1
	Bos taurus
	Heat shock protein beta-1
	22436
	5.98
	13\74
	79
	142
	NS
	NS
	NS

	60
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	15\35
	25
	133
	NS
	NS
	NS

	61
	P15497
	APOA1
	Bos taurus
	Apolipoprotein A-I
	30258
	5.71
	13\30
	51
	152
	NS
	NS
	NS

	62
	P13620
	ATP5H
	Bos taurus
	ATP synthase subunit d, mitochondrial
	18738
	5.99
	12\66
	67
	113
	-1.55
	NS
	1.66

	63
	Q9BGI3
	PRDX2
	Bos taurus
	Peroxiredoxin-2
	22217
	5.37
	7\24
	46
	105
	NS
	NS
	NS

	64
	P60713
	ACTB
	Ovis aries
	Actin, cytoplasmic 1
	42052
	5.29
	7\21
	23
	86
	3.52
	NS
	NS

	65
	P42899
	RPLP2
	Bos taurus
	60S acidic ribosomal protein P2
	11695
	4.53
	5\33
	69
	75
	NS
	NS
	NS

	66
	P14639
	ALB
	Ovis aries
	Serum albumin
	71139
	5.8
	8\29
	12
	64
	NS
	NS
	NS

	67
	P09670
	SOD1
	Ovis aries
	superoxide dismutase [Cu-Zn]
	15856
	6.14
	8\46
	56
	92
	NS
	NS
	1.47

	68
	P17607
	LYSC1
	Ovis aries
	Lysozyme C-1
	16698
	6.4
	8\48
	72
	101
	NS
	NS
	NS

	69
	Q9MZA4
	LGALS15
	Ovis aries
	Galectin 15 (OvGal11)
	15621
	5.3
	5\54
	54
	54
	6.92
	NS
	-5.75

	70
	gi|165974
	LYSC1
	Ovis aries
	Lysozyme C-1 isozyme 4A
	14860
	6.08
	8\45
	81
	102
	NS
	NS
	NS

	71
	P00426
	COX5A
	Bos taurus
	Cytochrome c oxidase subunit 5A
	16896
	6.42
	6\41
	46
	77
	NS
	NS
	NS

	72
	P02721
	ATP5J
	Bos taurus
	ATP synthase-coupling factor 6, mitochondrial
	9100
	5.41
	4\17
	50
	69
	-1.54
	NS
	NS

	73
	P50413
	TXN
	Ovis aries
	Thioredoxin
	12120
	4.97
	4\18
	58
	64
	1.32
	NS
	NS


Supplementary Table 1: Sheep abomasal proteins identified by peptide mass fingerprinting.  Spot numbers refer to the gel image in Figure 3. For each identified protein, the theoretical MW and pI are given (without post-translational modification). The number of matched peptides / number of peptides submitted to database search is shown, as well as the percent coverage and Mascot score for the resulting hit. The final three columns show the fold-change where any protein spot is differentially regulated (Students t-test, p<0.05) in any of the three pairwise comparisons.

