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Table 1. Oligonucleotide primers used 
	Gene
	Primer name and use
	Sequence (5’-3’)

	EcHsp70
	H70FW6 internal cDNA cloning and quantitative RT-PCR
	AATCCRgATgAA GCYgTKgC

	
	H70RV6 internal cDNA cloning and quantitative RT-PCR
	TCg AAY gTC ACY TCA ATY Tg

	
	H70FWBAM HIS-fusion construct 
	CTGCggATCCATgCCggCAGTTggTA



	
	H70RVPST HIS-fusion construct
	AAgCCTgCAgTTAATCAACCTCCTCg

	
	GSP1 RACE
	CggTCATCACACCACCggCCgTCTCC

	
	GSP2 RACE
	gTggAgACAgCACgAggCggTgCAgg

	
	SMART II™ A  RACE
	AAgCAgTggTATCAACgCAgAgTACgCggg

	
	5'CDS RACE
	 (T)25VN-3' 

	
	3'CDS RACE
	AAgCAgTggTATCAACgCAgAgTAC(T)30VN 

	
	UPM LONG RACE


	CTAATACgACTCACTATAgggCAAgCAgTggTATCAACgCAgAgT

	
	UPM SHORT RACE
	CTAATACgACTCACTATAgggC

	
	FpQE sequencing constructs in pQE30
	CCCgAAAAgTgCCACCTg

	Ec actin
	FACT quantitative RT-PCR
	gTTCgACTCATggCYgAMgAggAM

	
	RACT quantitative RT-PCR
	CgCCggCgTTMRAAgCATTTRCg


a Restriction enzyme sites are in bold, start or stop codons are underlined.

