SUPPLEMENTAL DATA
FISH DNA BARCODING

Note: For four combinations of the primer cocktail from Ivanova et al. (2007), only two combinations that give clear results in electrophoresis, hence we purified it (see picture below).
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Figure. PCR result of three fishes with four primer combinations. Combination with FishF2_t1 primer (the first and the third one from the right side of the ladder, the first polymorphic bands on the left) shows faint and none existing bands, compared with the others with VF2_t1 primer.
Fish Species A – Non Mudskipper Fish

Morphological identification result: Istigobius ornatus
Primer COI (Leray et al. 2013):

HCO2198: 5-TAAACTTCAGGGTGACCAAAAAATCA-3
LCO1490: 5-GGTCAACAAATCATAAAGATATTGG-3
Sequence:

GRGGTTGGTAGGATGGGGTCCCTCCGCCCGCGGGGTCGAAGAAGGTTGTGTTTAGATTCCGGTCTGTGAGAAGTATTGKGATGCCGGCAGCGAGAACAGGGAGCGAAAGCAGAAGAAGTACTGCTGTAATTAGAACTGCTCAGACGAATAAGGGGGTTTGGTACTGTGAGATCGCGGGTGGTTTTATATTCAGAATTGTGGTGATGAAGTTAATGGCCCCCAGGATTGAGGAAATCCCTGCTAAATGCAGGGAGAAAATTGTGAGATCGACTGATGCTCCTGCATGGGCTAGGTTGCCCGCTAAGGGCGGGTAGACAGTTCAGCCAGTGCCAGCCCCAGCTTCTACTCCGGAAGATGCCAGTAGTAAGAGGAAGGAAGGGGGGAGAAGTCAGAAGCTTATGTTGTTTATTCGGGGGAATGCCATATCAGGGGCGCCGATCATGAGGGGAATTAGTCAGTTTCCAAACCCCCCGATCATAATTGGTATTACTATAAAGAAAATTATTACGAATGCGTGAGCAGTAACGATCACATTATAGATCTGATCGTCACCCAGGAGGGCCCCAGGTTGGCTAAGCTCGGCTCGGATGAGTAGGCTTAGTGCCGTTCCTACTATTCCGGCCCAGGCACCAAAGACCAAGTAGAGGGTGCCAATATCTTTATGTTTTKKKKKKKRMMMMAAC

BLAST Result (Identical %): Istigobius ornatus (Accesion: KP194536.1 [98%], KP194570.1 [97%], KP194365.1 [97%], KP194216.1 [97%], KP194995.1 [85%]) 

And

CGYTKGTCTTTGGTGCCTGGGCCGGATAGTAGGAACGGCACTAAGCCTACTCATCCGAGCCGAGCTTAGCCAACCTGGGGCCCTCCTGGGTGACGATCAGATCTATAATGTGATCGTTACTGCTCACGCATTCGTAATAATTTTCTTTATAGTAATACCAATTATGATCGGGGGGTTTGGAAACTGACTAATTCCCCTCATGATCGGCGCCCCTGATATGGCATTCCCCCGAATAAACAACATAAGCTTCTGACTTCTCCCCCCTTCCTTCCTCTTACTACTGGCATCTTCCGGAGTAGAAGCTGGGGCTGGCACTGGCTGAACTGTCTACCCGCCCTTAGCGGGCAACCTAGCCCATGCAGGAGCATCAGTCGATCTCACAATTTTCTCCCTGCATTTAGCAGGGATTTCCTCAATCCTGGGGGCCATTAACTTCATCACCACAATTCTGAATATAAAACCACCCGCGATCTCACAGTACCAAACCCCCTTATTCGTCTGAGCAGTTCTAATTACAGCAGTACTTCTTCTGCTTTCGCTCCCTGTTCTCGCTGCCGGCATCACAATACTTCTCACAGACCGGAATCTAAACACAACCTTCTTCGACCCCGCGGGCGGAGGGGACCCCATCCTTTACCAACACCTCTTCTGATTTTTTGGTCACCCKAAAATTTWAAAT

BLAST Result (Identical %): Istigobius ornatus (Accession: KP194570.1 [98%], KP194536.1 [98%], KP194365.1 [98%], KP194216.1 [98%], KP194995.1 [98%])
Primer COI Cocktail (Ivanova et al. 2007):

5'-TGTAAAACGACGGCCAGTCAACCAACCACAAAGACATTGGCAC-3' (forward primer - VF2_t1)

5'-CAGGAAACAGCTATGACACTTCAGGGTGACCGAAGAATCAGAA-3' (reverse primer - FishR2_t1)

5'-CAGGAAACAGCTATGACACCTCAGGGTGTCCGAARAAYCARAA-3' (reverse primer - FR1d_t1)
Mix 1: VF2 and FishR2

Sequence:

GCGCATCTACTTGGTCTTTGGTGCCTGGGCCGGAATAGTAGGAACGGCAC
TAAGCCTACTCATCCGAGCCGAGCTTAGCCAACCTGGGGCCCTCCTGGGT

GACGATCGGATCTATAATGTGATCGTTACTGCTCACGCATTCGTAATAAT
TTTCTTTATAGTAATACCAATTATGATCGGGGGGTTTGGAAACTGACTAA

TTCCCCTCATGATCGGCGCCCCTGATATGGCATTCCCCCGAAGAAACAAC
ATAAGCTTCTGACTTCTCCCCCCTTCCTTCCTCTTACTACTGGAATCTTC

CGGAGTAGAAGCTGGGGCTGGCACTGGCTGAACTGTCTACCCGCCCTTAG
CGGGCAACCTAGCCCATGCAGGAGCATCAGTCGATCTCACAATTTTCTCC

CTGCATTTAGCAGGGATTTCCTCAATCCTGGGGGCCATTAACTTCATCAC
CACAATTCTGAATATAAAACCACCCGCGATCTCACAGTACCAAACCCCCT

TATTCGTCTGAGCAGTTCTAATTACAGCAGTACTTCTTCTGCTTTCGCTC
CCTGTTCTCGCTGCCGGCATCACAATACTTCTCACAGACCGGAATCTAAA

CACAACCTTCTTCGACCCCGCGGGCGGAGGGGACCCCATCCTTTACCAAC
ACCTCTTCTGATTCTTCGGTCACCCTGAAGTGTCATACCGGGCTTCCTGG

ACTGATTCTTCGGTCACCCTGAAGTGTCATACTGGTTTCCTGGAAAGTGG
GGGGGGGGGGGG
BLAST Result (Identical %): Istigobius ornatus (Accession: KP194570.1 [98%], KP194536.1 [98%], KP194365.1 [97%], KP194216.1 [97%], KP194995.1 [97%])
And

AGAGGGTGTTGGTAAGGATGGGGTCCCTCCGCCCGCGGGGTCGAAGAAGG

TTGTGTTTAGATTCCGGTCTGTGAGAAGTATTGTGATGCCGGCAGCGAGA
ACAGGGAGCGAAAGCAGAAGAAGTACTGCTGTAATTAGAACTGCTCACAC

GAATAAGGGGGTTTGGTACTGTGAGATCGCGGGTGGTTTTATATTCAGAA
TTGTGGTGATGAAGTTAATGGCCCCCAGGATTGAGGAAATCCCTGCTAAA

TGCAGGGAGAAAATTGTGAGATCGACTGATGCTCCTGCATGGGCTAGGTT
GCCCGCTAAGGGCGGGTAGACCGTTCAGCCCGTGCCCGCCCCAGCTTCTA

CTCCGGAAGATGCCAGTAGTAAGAGGAAGGAAGGGGGGAGAAGTCAGAAG
CTTATGTTGTTTATTCGGGGGAATGCCATATCAGGGGCGCCGATCATGAG

GGGAATTAGTCAGTTTCCAAACCCCCCGATCATAATTGGTATTACTATAC
CGAAAATTATTACGAATGCGTGAGCAGTAACGATCACATTATAGATCTGA

TCGTCACCCAGGAGGGCCCCACGTTGGCTAAGCTCGGCTCGGATGAGTAA
GCTTAGTGCCGTTCCTACTATTCCGGCCCACGCACCAAAGACCAAGTAGA

GGGTGCCAATGTCTTTGTGGTTAGTTGACTGATCGCCATTTTTCAAACAA
TGTCTTTGTGGTTGGTTGACTGGCCGCCCTTTTTCAAAGGGGTGGAGGGG

GGGGGGGGGGGGGGGGGC
BLAST Result (Identical %): Istigobius ornatus (Accession: KP194570.1 [96%], KP194536.1 [96%], KP194365.1 [96%], KP194216.1 [96%], KP194995.1 [96%])
Mix 2: VF2 and FR1d

Sequence:

ACCATCTACTTGGTCTTTGGTGCCTGGGCCGGAATAGTAGGAACGGCACT
AAGCCTACTCATCCGAGCCGAGCTTAGCCAACCTGGGGCCCTCCTGGGTG

ACGATCAGATCTATAATGTGATCGTTACTGCTCACGCATTCGTAATAATT
TTCTTTATAGTAATACCAATTATGATCGGGGGGTTTGGAAACTGACTAAT

TCCCCTCATGATCGGCGCCCCTGATATGGCATTCCCCCGAAGAAACAACA
TAAGCTTCTGACTTCTCCCCCCTTCCTTCCTCTTACTACTGGAATCTTCC

GGAGTAGAAGCTGGGGCTGGCACTGGCTGAACTGTCTACCCGCCCTTAGC
GGGCAACCTAGCCCATGCAGGAGCATCAGTCGATCTCACAATTTTCTCCC

TGCATTTAGCAGGGATTTCCTCAATCCTGGGGGCCATTAACTTCATCACC
ACAATTCTGAATATAAAACCACCCGCGATCTCACAGTACCAAACCCCCTT

ATTCGTCTGAGCAGTTCTAATTACAGCAGTACTTCTTCTGCTTTCGCTCC
CTGTTCTCGCTGCCGGCATCACAATACTTCTCACAGACCGGAATCTAAAC

ACAACCTTCTTCGACCCCGCGGGCGGAGGGGACCCCATCCTTTACCAACA
CCTCTTCTGATTCTTCGGACACCCTGAGGTGCATACCGGTTTTCCTGAAC

TGATTCTTCGGACACCCTGAGGTGTCATAGTTGTTTCCTGGAAGGCCGTT
GTCGCCCGGTAATTATT
BLAST Result (Identical %): Istigobius ornatus (Accession: KP194570.1 [98%], KP194536.1 [98%], KP194365.1 [98%], KP194216.1 [98%], KP194995.1 [97%])
And

GTGAGGTGTTGGTAAGGATGGGGTCCCCTCCGCCCGCGGGGTCGAAGAAG
GTTGTGTTTAGATTCCGGTCTGTGAGAAGTATTGTGATGCCGGCAGCGAG
AACAGGGAGCGAAAGCAGAAGAAGTACTGCTGTAATTAGAACTGCTCACA
CGAATAAGGGGGTTTGGTACTGTGAGATCGCGGGTGGTTTTATATTCAGA
ATTGTGGTGATGAAGTTAATGGCCCCCAGGATTGAGGAAATCCCTGCTAA
ATGCAGGGAGAAAATTGTGAGATCGACTGATGCTCCTGCATGGGCTAGGT
TGCCCGCTAAGGGCGGGTAGACCGTTCAGCCAGTGCCCGCCCCAGCTTCT
ACTCCGGAAGATGCCAGTAGTAAGAGGAAGGAAGGGGGGAGAAGTCAGAA
GCTTATGTTGTTTATTCGGGGGAATGCCATATCAGGGGCGCCGATCATGA
GGGGAATTAGTCAGTTTCCAAACCCCCCGATCATAATTGGTATTACTATA
AAGAAAATTATTACGAATGCGTGAGCAGTAACGATCACATTATAGATCTG
ATCGTCACCCAGGAGGGCCCCAGGTTGGCTAAGCTCGGCTCGGATGAGTA
AGCTTAGTGCCGTTCCTACTATTCCGGCCCACGCACCAAAGACCAAGTAG
AGGGTGCCAATGTCTTTGTGGTTGGTTGACTGGCCGCCTCTTTTACAAAC
AATGTCTTTGTGGTTGGTTGACTGGCCGCCGTTTTACAAAAGGAGGGTTT

TCCCTTTGTTTTTCGTCTG
BLAST Result (Identical %): Istigobius ornatus (Accession: KP194570.1 [97%], KP194536.1 [97%], KP194365.1 [97%], KP194216.1 [97%], KP194995.1 [97%])
Fish B – Mudskipper 1

Morphological identification result: Periophthalmus gracilis

Primer COI (Leray et al. 2013):

HCO2198: 5-TAAACTTCAGGGTGACCAAAAAATCA-3
LCO1490: 5-GGTCAACAAATCATAAAGATATTGG-3
Sequence:

AKATGAWAGGATCGGGTCTCCCCCTCCTGCAGGGTCAAAGAAGGTTGTATTTAGGTTTCGGTCTGTTAGCAGTATTGTAATACCAGCAGCCAGAACTGGTAGGGAGAGAAGAAGTAAAACAGCTGTAATTAGAACCGCCCACACAAATAAGGGGGTTTGGTATTGTGAGATGGCAGGTGGTTTTATATTTAGAATTGTTGTAATAAAGTTAATGGCACCTAAAATTGAAGAAATTCCGGCCAGATGAAGGGAGAAAATTGTCAGGTCAACAGAGGCCCCAGCATGGGCAAGATTGCCTGCTAGTGGGGGGTAAACTGTTCAACCTGTGCCTGCTCCTGCCTCAACACCTGAGGATGCCAAAAGAAGGAGGAAAGAGGGAGGAAGAAGTCAAAAGCTTATGTTGTTTATCCGAGGGAAGGCTATGTCAGGGGCGCCAATCATTAAGGGAATTAGTCAGTTTCCAAACCCTCCAATCATAATTGGCATTACTATAAAGAAAATTATAACAAAAGCATGGGCTGTTACAATTACATTATAAATTTGATCATCTCCGAGGAGGGCGCCAGGTTGGCTTAGTTCAGCACGAATTAGGAGGCTTAAAGCTGTCCCTACTATTCCGGCTCAGGCACCAAATACTAGATACAGGGTGCCAATATCTTTATGTTTKGTTGACCACAACCCTTGAGTTTTAASWCMCMASCYYSTKTCTCTCTCTTTTACTTAACATACCCTCTATTCCCATCATGCTAAT

BLAST Result (Identical %): Periophthalmus kalolo (Accession: KU692753.1 [99%], KU692750.1 [99%], KU692752.1 [98%], KU692751.1 [98%], KU692747.1 [98%], KU692755.1 [98%], KU692754.1 [98%], KU692748.1 [98%], KU692749.1 [98%])
And

GCAYWGTATTTGGTGCCTGAGCCGGATAGTAGGGACAGCTTTAAGCCTCCTAATTCGTGCTGAACTAAGCCAACCTGGCGCCCTCCTCGGAGATGATCAAATTTATAATGTAATTGTAACAGCCCATGCTTTTGTTATAATTTTCTTTATAGTAATGCCAATTATGATTGGAGGGTTTGGAAACTGACTAATTCCCTTAATGATTGGCGCCCCTGACATAGCCTTCCCTCGGATAAACAACATAAGCTTTTGACTTCTTCCTCCCTCTTTCCTCCTTCTTTTGGCATCCTCAGGTGTTGAGGCAGGAGCAGGCACAGGTTGAACAGTTTACCCCCCACTAGCAGGCAATCTTGCCCATGCTGGGGCCTCTGTTGACCTGACAATTTTCTCCCTTCATCTGGCCGGAATTTCTTCAATTTTAGGTGCCATTAACTTTATTACAACAATTCTAAATATAAAACCACCTGCCATCTCACAATACCAAACCCCCTTATTTGTGTGGGCGGTTCTAATTACAGCTGTTTTACTTCTTCTCTCCCTACCAGTTCTGGCTGCTGGTATTACAATACTGCTAACAGACCGAAACCTAAATACAACCTTCTTTGACCCTGCAGGAGGGGGAGACCCGATCCTTTATCAACACCTTTTTTGATTTTTTGGTCACCGAAAATTTAAG
BLAST Result (Identical %): Periophthalmus kalolo (Accession: KU692753.1 [99%], KU692750.1 [99%], KU692752.1 [98%], KU692751.1 [98%], KU692747.1 [98%], KU692755.1 [98%], KU692754.1 [98%], KU692748.1 [98%], KU692749.1 [98%])
Primer COI Cocktail (Ivanova et al. 2007):

5'-TGTAAAACGACGGCCAGTCAACCAACCACAAAGACATTGGCAC-3' (forward primer - VF2_t1)

5'-CAGGAAACAGCTATGACACTTCAGGGTGACCGAAGAATCAGAA-3' (reverse primer - FishR2_t1)

5'-CAGGAAACAGCTATGACACCTCAGGGTGTCCGAARAAYCARAA-3' (reverse primer - FR1d_t1)
Sequence: Contaminated
Fish C – Mudskipper 2

Morphological identification result: Periophthalmus variabilis

Primer COI (Leray et al. 2013):

HCO2198: 5-TAAACTTCAGGGTGACCAAAAAATCA-3
LCO1490: 5-GGTCAACAAATCATAAAGATATTGG-3
Sequence: Contaminated

Primer COI Cocktail (Ivanova et al. 2007):

5'-TGTAAAACGACGGCCAGTCAACCAACCACAAAGACATTGGCAC-3' (forward primer - VF2_t1)

5'-CAGGAAACAGCTATGACACTTCAGGGTGACCGAAGAATCAGAA-3' (reverse primer - FishR2_t1)

5'-CAGGAAACAGCTATGACACCTCAGGGTGTCCGAARAAYCARAA-3' (reverse primer - FR1d_t1)
Mix 1: VF2 and FishR2

Sequence:

GACCTTTACCTGTGTATTTTCGGTGACCTGGAGCCGGGATCGTGGGAACA
GCCCTAACCCTCCTAATCCGTGCTGAACTAAGTCAACCCGGCGCCCTTCT

TGGGGACGACCAGATCTACCATGTTATTGTGACGGCACAGGCGTTTGTAA
TAATTTTCTTTATAGTAATACCAGTTATTATCCGAGGGATTTGCGAAACT

GGGTTATTCCCTCTTAATAAATGGGGGCCCCCGAACATAGCGTTTTCCCA
AATAAATAACATAAATTTTTGACTCCTCCCCCCTTCTTTCCTGCCTCTTT

ATAGAATCCTCTAGGGTTGAGCTGGGGCCGGAACAGGTTGAACGCTTTAC
CCCCCTCTAGTCGGCAATCTTGCCCGTGCCGGGGCATCTGTCGACGTCCC

AATTTTTTCCCACGGCTAGGCTGGAATTTCTTCAAATCTGGGGGCAATTA
ACTTTATCACACCAATTTTAAATATAAAACCTCCGCCTATCTCCCATAAC

CAAACCCCTTTCTATGTGTGGGCCGCCGGAATTACGCTGGTTCACATGCT
ACTGTCTCTGCGAGCTGTACTGGCTGGCATCATAATGCTGCTGATATACC

TGAACCTGAACACCACATTCATTGACACTGTGCGAAGAGGACACCACTTT
CTTTAGACGCACCTCTACAGAGTCTGCGGTCACCACCAATGCTAGCTCGC

ATTCCCGGGCCGAATCTTCGGTCACCCTGAAGTGTCATACTTGTTTTTCC
GGAAATTTCTTTGGGGGGGT

BLAST Result (Identical %): Periophthalmus novemradiatus (Accession: KU692758.1 [85%], KU692762.1 [85%], KU692761.1 [85%], KU6927578.1 [85%], KU692764.1 [85%], KU692763.1 [85%], KU692760.1 [85%], KU692759.1 [85%], KU692756.1 [85%], KU692765.1 [85%])
And

GGTGAGTGCTGGTAAAGAATTGGGTCTCCCTCCCTCCTGCCGGGTCAAGA

TGTTGTGTTTAAGTTCCGGTCTGTCAGGAGCATTGTGATGCCCGCAGCTA
ACACTGGCAGAGAGAGTAGCAGGAGAAAAGCTGTGATTAGAACCGCCCAC

ACAAACAAAGGGGTTTTGTTTTGGGACATAGCTGGAGGTTTTATATTTAA
AATTGTTGTGATAAAGTTAATTGCCCCCAAAATTGAACAAATTCCCGCCA

AGTGGAGGGAAAAAATTGCCATGTCCACCGACGCCCCTGCCTCGGCAAGA
TTACCCGCTAGAGGGGAGACAACCCTTCCACCTGTTCCGCCCCCTACTAC

AGCCCCTGAGGATACCAAAAGAAGCGCGAAAGAAAGGGGAAGGAGTCTGA
CGCTGATGTTATGTATTCAGGGAAAAGCTATGTCGCGGGCGCCGATCATT

ACTGGGATAATTCCGATTCCACATACCCTCATCATAATTGGCATTACTAT
CACCAAGATTATTACAAAAGCGTGAGCTGTTACAATGACATAGATGGATC

TGGTGGTCCCCAACAACGGCGCCTGGTTGACTTAATTCCGCCCAGATTAC
GAGGCTCAGGGTTGTTGGCTCTATCACGGCTCAGGCACTCAAGACGAGAT

TCACGCCGCCAATGACTTTGTGGACGATTGACAAGACCCGTTTTTTTCAA
GCCCAATGTCTTTGTGGTTGGTTGACTGGCCGCCCTTTTTTAAAAAAGGA

GGGGGGGGGTTGTTTG
BLAST Result (Identical %): Periophthalmus novemradiatus (Accession: KU692758.1 [86%], KU692762.1 [86%], KU692761.1 [86%], KU6927578.1 [86%], KU692764.1 [86%], KU692763.1 [86%], KU692760.1 [86%], KU692759.1 [86%], KU692756.1 [86%], KU692765.1 [86%])

Mix 2: VF2 and FR1d

Sequence:

ACCATTTATCTTGTATTTGGTGCCTGAGCCGGGATAGTGGGAACAGCCCT

AAGCCTCCTAATCCGTGCTGAACTAAGTCAACCAGGCGCCCTTCTTGGGG

ACGACCAGATCTACAATGTCATTGTAACAGCTCACGCGTTTTGTAATAAT

TTTCTTTATAGTAATACCAATTATGATTGGGGGATTTGGAAACTGACTTA

TCCCATTAATAATCGGCGCCCCCGAACATAGCGTTTTCCCCGAATAAATA

ACATAAGCTTTTGACTCCTTCCCCCTTCTTTCCTGCTTCTTTTAGCATCC

TCAGGGGTTGAAGCAGGGGCCGGAACAGGTTGAACCGTTTACCCCCCTCT

AGCAGGTAATCTTGCCCATGCAGGGGCATCTGTTGACCTCACAATTTTTT

CCCTCCACTTGGCTGGAATTTCTTCAATTCTGGGGGCAATTAACTTTATC

ACAACAATTTTAAATATAAAACCTCCAGCTATCTCCCAAAACCAAACCCC

TCTCTTTGTCTGGGCCGTTCTAATTACAGCTGTTCTCCTGCTACTCTCTC

TGCCAGTTTTAGCTGCTGGCATCACAATGCTCCTTACAGACCGGAACCTA

AACACAACATTCTTTGACCCTGCACGAAGAGGAGACCCAATTCTTTACCA

GCACCTCTTCTGATTCTTCGGACACCCTGAGGTGCATACCACTGTTCCCG

GAAAGGATTTTCGGACACCCTGAGGTGTATAGTGGTTTCCCGGAATGTTC

GTTTTTCTTTTTTTTTTTTT
BLAST Result (Identical %): Periophthalmus novemradiatus (Accession: KU692758.1 [98%], KU692762.1 [98%], KU692761.1 [98%], KU6927578.1 [98%], KU692764.1 [98%], KU692763.1 [98%], KU692760.1 [98%], KU692759.1 [98%], KU692756.1 [98%], KU692765.1 [98%])

And

GGAGGTGCTGGTAAGAATTGGGTCTCCTCCTCCTGCAGGGTCAAAGAATG
TTGTGTTTAGGTTCCGGTCTGTAAGGAGCATTGTGATGCCAGCAGCTAAA

ACTGGCAGAGAGAGTAGCAGGAGAACAGCTGTAATTAGAACGGCCCAGAC
AAAGAGAGGGGTTTGGTTTTGGGAGATAGCTGGAGGTTTTATATTTAAAA

TTGTTGTGATAAAGTTAATTGCCCCCAGAATTGAAGAAATTCCAGCCAAG
TGGAGGGAAAAAATTGTGAGGTCAACAGATGCCCCTGCATGGGCAAGATT

ACCTGCTAGAGGGGGGTAAACGGTTCAACCTGTTCCGGCCCCTGCTTCAA
CCCCTGAGGATGCTAAAAGAAGCAGGAAAGAAAGGGGAAGGAGTCAAAAG

CTTATGTTATTTATTCGGGGAAAAGCTATGTCGGGGGCGCCGATTATTAA
TGGGATAAGTCAGTTTCCAAATCCCCCAATCATAATTGGTATTACTATAA
AGAAAATTATTACAAAAGCGTGAGCTGTTACAATGACATTGTAGATCTGG
TCGTCCCCAAGAAGGGCGCCTGGTTGACTTAGTTCAGCACGGATTAGGAG
GCTTAGGGCTGTTCCCACTATCCCGGCTCAGGCACCAAATACAGATAAAG
GGTGCCAATGTCTTTGTGGTTGGTGACTGGACGCGGTTTTTCAAAACAAA
GGCTTTGTGGTTGGTTGACTGGCCGCGGTTTTTCAAAAAGAAAGGAAATT
TAAGG
BLAST Result (Identical %): Periophthalmus novemradiatus (Accession: KU692758.1 [98%], KU692762.1 [98%], KU692761.1 [98%], KU6927578.1 [98%], KU692764.1 [98%], KU692763.1 [98%], KU692760.1 [98%], KU692759.1 [98%], KU692756.1 [98%], KU692765.1 [98%])

