APPENDIX 2: Alignment of 3´ regions of T. muricata GRP78 and HSP70a proteins
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C7 GRP78      VPQIEVTFQIDENGILTVMAEDKGSGNQNSITITNDQNRLTPEDIDRMINDAERFAEEDKMVREKVESKNELESYTYSLK 

C2.2 GRP78    VPQIEVTFQIDENGILTVMAEDKGSGNQNSITITNDQNRLTPEDIDRMINDAERFAEEDKMVREKVESKNELESYTYSLK 

T2 HSP70a     VPQIEVTFDIDRNGILNVSAADKSTGKENKITITNDKGRLSAEDIDRMVREAEQYKAADDAQRDRVSAKNQLESYAFSMK 

C2.2 HSP70a   VPQIEVTFDIDRNGILNVSASDKSTGKENKITITNDKGRLSAEDIERMVREAEQYKVADDAQRDRVSAKNQLESYAFSMK 
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C7 GRP78      TQVNDEEKLGAKLSEEEKQQILTAVDEAIEWLDANPDAEAEELQAKKKEVEEVVNPIISRLYQQAGGAPPPEGGEEYAEK 

C2.2 GRP78    TQVNDEEKLGAKLSEEEKQQILTAVDEAIEWLDANPDAEAEELQAKKKEVEEVVNPIISRLYQQAGGAPPPEGGEEYAEK 

T2 HSP70a     STFEDE-KVKDKVPQDDRDKIISKCKEVIEWLDHNQQAEKEEFEREQKELEGICTPIVTKLYQAGGGAAGGPGGMPPGGM 

C2.2 HSP70a   STFEDD-KVKDKVPEDDREKIISKCKEVIDWLDHNQQAEKDEFEREQKDLESVCTPIVTKLYQAGGAPGGGAGGMP-GGM 
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              ....|....|....|....|....|....|...

C7 GRP78      DEL                               

C2.2 GRP78    DEL                               

T2 HSP70a     PGGMPGGFPGGAPGEGSGGDSGSGPGPTIEEVD 

C2.2 HSP70a   PGGMPGGFPGGAPGGASGGDSGSGSGPTIEKVD 

