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Supplementary fig. S1. Phylogenetic analysis performed using the protein domains of 64
tetraspanins belonging to Homo sapiens and Mus musculus. The midpoint-rooted phylogenetic tree
was constructed using 1000 replicates of the approximate likelihood ratio test (similar to the
Shimodaira—Hasegawa test). The JTTDCMut+F+I+G4 model was implemented. According to our
analysis, the metazoan tetraspanins can be divided into 17 monophyletic groups. Each group is
represented in a different coloured text.

Supplementary fig. S2. Phylogenetic analysis performed using the protein domains of 159
tetraspanins belonging to 24 metazoan species. The midpoint-rooted phylogenetic tree was
constructed using 1000 replicates of the approximate likelihood ratio test (similar to the Shimodaira—
Hasegawa test). The LG+R5 model was implemented. According to our analysis, the metazoan
tetraspanins can be divided into 17 monophyletic groups. Each group is represented in a different
coloured text. Proteins that did not fit into one of the 17 monophyletic groups of metazoans are shown
in grey text.

Supplementary fig. S3. Phylogenetic analysis performed using the protein domains of 184
tetraspanins belonging to 26 eukaryota. The midpoint-rooted phylogenetic tree was constructed using
1000 replicates of the approximate likelihood ratio test (similar to the Shimodaira—Hasegawa test).
The JTT+F+I+G4 model was implemented. Proteins that did not group into one of the 17
monophyletic groups of metazoans are shown in black (plant and amoeba proteins) and grey text.

Supplementary fig. S4. Phylogenetic analysis performed using the complete sequence of 159
tetraspanins belonging to 24 metazoan species. The midpoint-rooted phylogenetic tree was
constructed using 1000 replicates of the approximate likelihood ratio test (similar to the Shimodaira—
Hasegawa test). The JTTDCMut+F+R4 model was implemented. Proteins that did not fit into one of
the 17 monophyletic groups of metazoans are shown in black and grey text.

Supplementary fig. S5. Numbers of transmembrane domains present in the platyhelminth
tetraspanins.



Supplementary fig. S6. Phylogenetic analysis performed using the protein domains of 114
monopisthocotylean tetraspanins and 64 tetraspanins belonging to Homo sapiens and Mus musculus.
The midpoint-rooted phylogenetic tree was constructed using 1000 replicates of the approximate
likelihood ratio test (similar to the Shimodaira—Hasegawa test). The WAG+F+R4 model was
implemented. The monopisthocotylean proteins are shown in black text, and the metazoan proteins
are shown in different colours according to each monophyletic group. Blue-coloured branches indicate
phylogenetic closeness of monogenean tetraspanins to metazoan tetraspanins. Because the
TRINITY_DN12906_c0_g2_il.p4 protein did not show agreement in further phylogenetic analyses,
this protein was not considered close to metazoan tetraspanins.

Supplementary fig. S7. Phylogenetic analysis performed using the protein domains of 114
monopisthocotylean tetraspanins and 354 belonging to other platyhelminths. The midpoint-rooted
phylogenetic tree was constructed using 1000 replicates of the approximate likelihood ratio test
(similar to the Shimodaira—Hasegawa test). The WAG+F+R7 model was implemented. The coloured
boxes indicate the log;o-transformed e-values obtained from the alignment of the monogenean
sequences against sequences of different taxa using the NCBI database (Tre, Trematoda; Ces,
Cestoda; Rha, Rhabditophora; Lop, Lophotrochozoa; Spi, Spiralia; Pro, Protostomia; Bil, Bilateria).
The sequences of the proteins Sm23, Sm-TSP-1 and Sm-TSP-1 from S. mansoni were used as
references.
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sp_Q6GQF5_TSN33_XENLA_Tetraspanin-33_OS_Xenopus_laevis
sp_Q5RH71_TSN33_DANRE_Tetraspanin-33_OS_Danio_rerio
sp_095858 TSN15 HUMAN_Tetraspanin-15_0S_Homo_sapiens
1 sp_F7BWT7_TSN15_MOUSE_Tetraspanin-15_0S_Mus_musculus
sp_QLJQA4_TSN15_BOVIN_Tetraspanin-15_OS_Bos_taurus

sp_H2L006_TSP14_CAEEL_Tetraspanin-14_OS_Caenorhabditis_elegans
% sp_Q8NG11_TSN14_HUMAN_Tetraspanin-14_OS_Homo_sapiens
sp_QBQZY6_TSN14_MOUSE_Tetraspanin-14_OS_Mus_musculus

,5P_P62079_TSN5_HUMAN_Tetraspanin-5_OS_Homo_sapiens
“Sp_Q68VK5_TSN5_RAT_Tetraspanin-5_OS_Rattus_norvegicus
sp_P62080_TSN5_MOUSE_Tetraspanin-5_0S_Mus_musculus
sp_Q17QJ5_TSN5_BOVIN_Tetraspanin-5_0S_Bos_taurus
44.65p_Q96FV3_TSN17_HUMAN_Tetraspanin-17_OS_Homo_sapiens
25p_QID7W4_TSN17_MOUSE_Tetraspanin-17_OS_Mus_musculus

Sp_Q4VBEO_TSN17_RAT _Tetraspanin-17_OS_Rattus_norvegicus
sp_Q58DN3_TSN17_BOVIN_Tetraspanin-17_OS_Bos_taurus

sp_Q22495_TSP12_CAEEL_Tetraspanin-12_0S_Caenorhabditis_elegans

100 [ sp_QBVCF5_TSN10_MOUSE_Tetraspanin-10_OS_Mus_musculus

sp_QOH1Z9_TSN10_HUMAN_Tetraspanin-10_OS_Homo_sapiens
44 15P—P41732_TSN7_HUMAN_Tetraspanin-7_OS_Homo_sapiens

881 || SP_Q7YQLO_TSN7_PANTR_Tetraspanin-7_OS_Pan_troglodytes
sp_Q62283_TSN7_MOUSE_Tetraspanin-7_OS_Mus_muscuius
sp_Q7YQK9_TSN7_PONPY_Tetraspanin-7_OS_Pongo_pygmaeus
412 5 043657_TSN6_HUMAN_Tetraspanin-6_OS_Homo_sapiens

97.9 sp_Q5RAS5_TSN6_PONAB_Tetraspanin-6_OS_Pongo_abelii

sp_Q32KU6_TSN6_BOVIN_Tetraspanin-6_OS_Bos_taurus
sp_070401_TSN6_MOUSE._Tetraspanin-6_OS_Mus_musculus
¥l sp_P08962_CD63_HUMAN_CD63_antigen_OS_Homo_sapiens
sp_Q76B49_CD63_FELCA_CD63_antigen_OS_Felis_catus
sp_Q28709_CD63_RABIT_CD63_antigen_OS_Oryctolagus_cuniculus

.8 sp_P41731_CD63_MOUSE_CD63_antigen_OS_Mus_musculus

sp_P28648_CD63_RAT_CD63_antigen_OS_Rattus_norvegicus

sp_Q9><BSK2_CD63_BOVIN_CD63 ,_antigen_OS_Bos_taurus

84.2|

83.4

100 HMA_23_kDa_integral_membrane_protein_OS_Schistosoma_mansoni
Sp_Q26499_IM23_SCHHA_23_kDa_integral_membrane_protein_OS_Schistosoma_haematobium
sp_P27591_IM23_SCHJA_23_kDa_integral_membrane_protein_OS_Schistosoma_japonicum
100
97.8
92 7

sp_P27701_CD82_HUMAN_CD82_antigen_OS_Homo_sapiens
sp_P40237_CD82_MOUSE_CD82_antigen_OS_Mus_musculus
Sp 070352_CD82_RAT_CD82_antigen_OS_Rattus_norvegicus

78. sp_P11049_CD37_HUMAN_Leukocyte_antigen_CD37_OS_Homo_sapiens
’—g sp_Q61470_CD37_MOUSE_Leukocyte_antigen_CD37_OS_Mus_musculus
sp_P31053_CD37_RAT_Leukocyte_antigen_CD37_OS_Rattus_norvegicus
68.1 5p7Q2KHYEﬁCD37iBOVINiLeukocyteiam\gerLCDCWiOSiBusitaurus

sp_Q24188_LBM_DROME_Protein_late_bloomer_OS_Drosophila_melanogaster

sp_POC672_TSN19_HUMAN_Tetraspanin-19_OS_Homo_sapiens
sp_Q9XVM9_TSN15_CAEEL_Tetraspanin-15_OS_Caenorhabditis_elegans

sp_060635_TSN1_HUMAN_Tetraspanin-1_OS_Homo_sapiens

sp_Q5RC27_TSN1_PONAB_Tetraspanin-1_OS_Pongo_abelii

sp_Q4R7W6_TSN1_MACFA_Tetraspanin-1_OS_Macaca_fascicularis

sp_Q3T0S3_TSN1_BOVIN_Tetraspanin-1_OS_Bos_taurus

sp_QB6AYR9_TSN1_RAT_Tetraspanin-1_OS_Rattus_norvegicus

sp_Q99J59_TSN1_MOUSE_Tetraspanin-1_OS_Mus_musculus

84.4

sp_Q9UKR8_TSN16_HUMAN_Tetraspanin-16_OS_Homo_sapiens

%98 % sp_014817_TSN4_HUMAN_Tetraspanin-4_OS_Homo_sapiens
sp_Q5RAP3_TSN4_PONAB_Tetraspanin-4_OS_Pongo_abelii
sp77Q9DCK37TSN47MOUSEiTelraspamnrAiOS Mus_musculus
514 ,
100

sp_P19397_CD53_HUMAN_Leukocyte_surface_antigen_CD53_OS_Homo_sapiens
sp_Q58DM3_CD53_BOVIN_Leukocyte_surface_antigen_CD53_OS_Bos_taurus
sp_P24485_CD53_RAT_Leukocyte_surface_antigen_CD53_OS_Rattus_norvegicus

sp7Q614517CD537MDUSEiLeukocyteisurfaceianugen7CD537057Musimusculus
927-7spiQBBJU27TSN97MOUSEiTetraspamn-Qios Mus_musculus

sp_075954_TSN9_HUMAN_Tetraspanin-9_OS_Homo_sapiens
2 -1sp7Q06AA5jSN97PIGjeiraspanm»97OSfSusﬁscroia
sp_B3VSC2_TSN9_SHEEP_Tetraspanin-9_OS_Ovis_aries

sp_BOBM39_TSN9_XENTR_Tetraspanin-9_OS_Xenopus_tropicalis

sp_QBDCQ3_TSN9_XENLA_Tetraspanin-9_OS_Xenopus_laevis

3— sp_Q6GMK6_TSN9_DANRE_Tetraspanin-9_OS_Danio_rerio
sp_B5X316_TSN9_SALSA_Tetraspanin-9_OS_Salmo_salar

95.2 sp_P19075_TSN8_HUMAN_Tetraspanin-8_OS_Homo_sapiens

100 - sp_Q5R9S6_TSN8_PONAB_Tetraspanin-8_OS_Pongo_abelii

Sp_QBR3GY_TSN8_MOUSE_Tetraspanin-8_0S_Mus_musculus
Sp_Q2KIS9_TSN8_BOVIN_Tetraspanin-8_OS_Bos_taurus

89.6

sp_P21926_CD9_HUMAN_CD9_antigen_OS_Homo_sapiens
sp_P30409_CD9_CHLAE_CD9_antigen_OS_Chlorocebus_aethiops
sp_Q8WMQ3_CD9_PIG_CD9_antigen_OS_Sus_scrofa
sp_P40239_CD9_FELCA_CD9_antigen_OS_Felis_catus

sp_P30932_CD9_BOVIN_CD9_antigen_OS_Bos_taurus
sp_P40240_CD9_MOUSE_CD9_antigen_OS_Mus_musculus
sp_P40241_CD9_RAT_CD9_antigen_OS_Rattus_norvegicus

45/ sp 060636_TSN2_HUMAN_Tetraspanin-2_OS_Homo_sapiens

sp_Q9JIW1_TSN2_RAT_Tetraspanin-2_OS_Rattus_norvegicus
syLQ922J1%TSNZ,MOUSE,TeLraspanmrz,os,Mus,muscu\us

80.3

MOUSE Tr:U@,»\v:M 32_0OS_Mus

Tetraspanin-

95859 TSN

»_0S_Homo_sapiens
5905 ) sress T

32_H!
sp_046101_TSN2A_DROME_Tetraspanin-2A_OS_Drosoph H\d ml_h\nuud&.lu
2_HUMAN_Tetraspanin-12_OS_Homo_sapiens

PONAB_Tetraspanin-12_0S_Pongo

100 HICK_Tetraspanin

abelii
_gallus
Bos_taurus
Mus_musculus
norv

all

N12_BOVIN_Tetraspanin-12_{

12_MOUSE_Tetraspanin-12

12_RAT_Tetraspanin-12_0S_R
87

4sp Q12999 _TSN31_| HUMAN |_Tetraspanin-31_OS_Homo_sapiens
sp_Q5RAP8_TSN31_PONAB_Tetraspanin-31_OS_Pongo_abelii
7.48[18sp_Q29257_TSN31_PIG_Tetraspanin-31__Fragment__OS_Sus_scrofa

5 P-Q32KP1_TSNSL_BOVIN_Tetraspanin-31_OS Bos_taurus

sp_Q9CQ88_TSN31_MOUSE_Tetraspanin-31_OS_Mus_musculus
sp_Q5U1V9_TSN31_RAT_T in-31_OS_Rattus_norvegicu:
sp_Q7ZUB3_TSN31_DANRE_Tetraspanin-31_OS_Danio_rerio
sp_Q5XHG6_TS31A_XENLA_Tetraspanin-31-A_OS_Xenopus_laevis
sp_Q7ZWW?7_TS31B_XENLA_Tetraspanin-31-B_OS_Xenopus_laevis
80.1sp_Q9D8C2_TSN13_MOUSE_Tetraspanin-13_OS_Mus_musculus
91sp 095857 TSN13_HUMAN_Tetraspanin-13_OS_Homo_sapiens
sp_Q3ZBV0O_TSN13 BOVIN_Tetraspanin-13_OS_Bos_taurus
sp_( QSFVLG TSN13_RAT_Tetraspanin-13_OS_Rattus_norvegicus
36 sp_Q55CV7_TSPC_DICDI_Probable_tetraspanin_t tspC 0s. Dn:tyostellum dlscoldeum
95 sp_Q55CV4_TSPD_DICDI_Probable_t _tspD_OS_Di
— sp_Q55CW7_TSPB_DICDI_Probable_t \_tspB_OS_Di
sp_Q55CV5_TSPA_DICDI_Probable_t 1_tspA_OS_D ¢
sp_Q54F08_TSPE_DICDI_Probable_t \_tspE_OS_D
p_P91799_IM25_SCHJA_25_kDa_integral_membrane_protein_OS_Schistosoma_japonicum
7401, 5P 075841_UPK1B_HUMAN_Uroplakin-1b_OS_Homo_sapiens
2 sp_Q9Z2C6_UPK1B_MOUSE_Uroplakin-1b_OS_Mus_musculus
98 sp_Q566D0_UPK1B_RAT_Uroplakin-1b_OS_Rattus_norvegicus
99.7

89.7
85

72.5

sp_P30413_UPK1B_NEOVI_Uroplakin-1b_OS_Neovison_vison
sp_P38573_UPK1B_BOVIN_Uroplakin-1b_OS_Bos_taurus

sp_P38572_UPKLA_BOVIN_Uroplakin-la_OS_Bos_taurus
sp_000322_UPK1A_HUMAN_Uroplakin-1a_OS_Homo_sapiens

sp_Q9D132_UPK1A_MOUSE_Uroplakin-1a_0S_Mus_musculus

sp_QSWRNL_TSP21_CAEEL_Tetraspanin-21_OS_Caenorhabditis_elegans
sp_P34285_TSP1_CAEEL

_Tetraspanin-1_OS_Caenorhabditis_elegans
sp_042282_RDS2_CHICK_Photoreceptor_outer_segment_mermbrane_glycoprotein_2_0S_Gallus_gallus
100

100 sp_P32958 ROM1_MOUSE_Rod_outer_segment_membrane_protein_1_OS_Mus_musculus

sp_Q5PPM7_ROM1_RAT_Rod_outer_segment_membrane_protein_1_OS_Rattus_norvegicus
sp_Q03395_ROM1_HUMAN_Rod_outer_segment_membrane_protein_1_OS_Homo_sapiens
sp_P52205_ROM1_BOVIN_Rod_outer_segment_membrane_protein_1_OS_Bos_taurus

343 931 sp_042581_RDS1_XENLA_RDS_peripherin-like_protein_xRDS35_OS_Xenopus_laevis
= sp_042582_RDS2_XENLA_RDS_peripherin-like_protein_xRDS36_OS_Xenopus_laevis
sp_042583_PRPH2_XENLA_Peripherin-2_OS_Xenopus_laevis
sp_042281_PRPH2_CHICK_Peripherin-2_OS_Gallus_gallus

305 sp_P52204_PRPH2_CANLF_Peripherin-2_OS_Canis_lupus_familiaris
sp_P35906_PRPH2_FELCA_Peripherin-2_OS_Felis_catus

ﬂ

sp_P17810_PRPH2_BOVIN_Peripherin-2_OS_Bos_taurus

-0 sp_P15499_PRPH2_MOUSE_Peripherin-2_0S_Mus_musculus

sp_P17438_PRPH2_RAT_Peripherin-2_0OS_Rattus_norvegicus

sp_Q9FIQ5_TRN2_ARATH_Protein_TORNADO_2_OS_Arabidopsis_thaliana
sp_Q9ZUNS5_TET2_ARATH_Tetraspanin-2_OS_Arabidopsis_thaliana

sp_Q8S8Q6_TET8_ARATH_Tetraspanin-8_OS_Arabidopsis_thaliana

sp_Q9MOB7_TET9_ARATH_Tetraspanin-9_OS_Arabidopsis_thaliana

Sp_Q9SUDA4_TET7_ARATH_Tetraspanin-7_OS_Arabidopsis_thaliana

92.7 - sp_Q9C7C1_TET6_ARATH_Tetraspanin-6_OS_Arabidopsis_thaliana
sp_QB84WF6_TET5_ARATH_Tetraspanin-5_OS_Arabidopsis_thaliana

94.1 % sp_F41214_TET10_ARATH_Tetraspanin-10_OS_Arabidopsis_thaliana

88.1

sp_Q1PDI1_TET15_ARATH_Tetraspanin-15_OS_Arabidopsis_thaliana
g 88.2 sp_QILPR6_TET11_ARATH_Tetraspanin-11_OS_Arabidopsis_thaliana

sp_QOFN51_TET12_ARATH_Tetraspanin-12_OS_Arabidopsis_thaliana
ﬂ p_QIM1E7_TET3_ARATH_Tetraspanin-3_OS_Arabidopsis_thaliana
sp_QILSS4_TET4_ARATH_Tetraspanin-4_OS_Arabidopsis_thaliana

99.9

sp_Q9SIS56_TET13_ARATH_Tetraspanin-13_OS_Arabidopsis_thaliana
sp_Q5BQ04_TET16_ARATH_Tetraspanin-16_OS_Arabidopsis_thaliana

Supplementary fig. S3

sp_Q58G35_TET17_ARATH_Tetraspanin-17_OS_Arabidopsis_thaliana
sp_Q9C5W7_TOM2A_, ARATH |_Tobamovirus_multiplication_protein_2A_OS_Arabidopsis_thaliana
96.

sp_Q93XY5_TET18_ARATH_Tetraspanin-18_OS_Arabidopsis_thaliana

sp Q940P5 TET19_ ARATH i_Tetraspanin-. 19 0s_. Arab\dopsls thaliana

0.4



™ sp_Q8BJU2_TSN9_MOUSE_Tetraspanin-9_0S_Mus_musculus

sp_075954 TSN9_HUMAN_Tetraspanin-9_OS_Homo_sapiens
sp QO6AA5_TSN9_PIG_Tetraspanin-9_0OS_Sus_scrofa
sp_B3VSC2_TSN9_SHEEP_Tetraspanin-9_0OS_Ovis_aries
sp_BOBM39_TSN9_XENTR_Tetraspanin-9_OS_Xenopus_tropicalis
sp_Q6DCQ3_TSN9_XENLA_Tetraspanin-9_OS_Xenopus_laevis
sp_Q6GMK6_TSN9_DANRE_Tetraspanin-9_0OS_Danio_rerio

sp_B5X316_TSN9_SALSA_Tetraspanin-9_0OS_Salmo_salar
99.9 sp_014817_TSN4_HUMAN_Tetraspanin-4_OS_Homo_sapiens
99.4 sp_Q5RAP3_TSN4_PONAB_Tetraspanin-4_OS_Pongo_abelii

sp_Q9DCK3_TSN4_MOUSE_Tetraspanin-4_OS_Mus_musculus
7 sp_P19397_CD53_HUMAN_Leukocyte_surface_antigen_CD53_0OS_Homo_sapiens
100 sp_Q58DM3_CD53_BOVIN_Leukocyte_surface_antigen_CD53_0OS_Bos_taurus
sp_P24485_CD53_RAT_Leukocyte_surface_antigen_CD53_0OS_Rattus_norvegicus
sp_¢ Q61451 CD53_MOUSE_Leukocyte_surface_antigen_CD53_0OS_Mus_musculus

77.4 sp_060635 TSN1_HUMAN_Tetraspanin-1_OS_Homo_sapiens
sp_Q5RC27_TSN1_PONAB_Tetraspanin-1_OS_Pongo_abelii
sp_Q4R7W6_TSN1_MACFA_Tetraspanin-1_OS_Macaca_fascicularis
sp_Q3T0S3_TSN1_BOVIN_Tetraspanin-1_OS_Bos_taurus
sp_QB6AYR9_TSN1_RAT_Tetraspanin-1_OS_Rattus_norvegicus
sp_Q99J59_TSN1_MOUSE_Tetraspanin-1_OS_Mus_musculus

lo

sp_Q9UKR8_TSN16_HUMAN_Tetraspanin-16_OS_Homo_sapiens
100 8 sp_Q80WR1_TSN18_MOUSE_Tetraspanin-18_0OS_Mus_musculus
sp_Q58CY8_TSN18_BOVIN_Tetraspanin-18_0OS_Bos_taurus
)_Q96SJ8_TSN18_HUMAN_Tetraspanin-18_OS_Homo_sapiens
sp_P21926_CD9_HUMAN_CD9_antigen_OS_Homo_sapiens
75 sp_P30409_CD9_CHLAE_CD9_antigen_OS_Chlorocebus_aethiops
87 sp_Q8WMQ3_CD9_PIG_CD9_antigen_OS_Sus_scrofa
4~ sp_P40239_CD9_FELCA_CD9_antigen_OS_Felis_catus
93.6 98.7 sp_P40241_CD9_RAT_CD9_antigen_OS_Rattus_norvegicus
I sp_P40240_CD9_MOUSE_CD9_antigen_OS_Mus_musculus
914 sp_P30932 CD9_BOVIN_CD9_antigen_OS_Bos._taurus
100 sp_060636_TSN2_HUMAN_Tetraspanin-2_0OS_Homo_sapiens
sp_Q9JJW1_TSN2_RAT_Tetraspanin-2_OS_Rattus_norvegicus
sp_Q922J6_TSN2_MOUSE_Tetraspanin-2_0S_Mus_musculus

~
N

816

[ sp_Q9JHH2_TSN32_MOUSE_Tetraspanin-32_0OS_Mus_musculus
86.1

sp_Q96QS1_TSN32_HUMAN_Tetraspanin-32_0S_Homo_sapiens
sp_046101_TSN2A_DROME_Tetraspanin-2A_OS_Drosophila_melanogaster
89.4 91. sp_P19075_TSN8_HUMAN_Tetraspanin-8_OS_Homo_sapiens

sp_Q5R9S6_TSN8_PONAB_Tetraspanin-8_OS_Pongo_abelii
sp_Q8R3G9_TSN8_MOUSE_Tetraspanin-8_OS_Mus_musculus
sp_Q2KIS9_TSN8_BOVIN_Tetraspanin-8_( OS Bos_taurus
70 8. sp_Q61470_CD37_MOUSE_Leukocyte_antigen_CD37_0OS_Mus_musculus
99.7 sp_P31053_CD37_RAT_Leukocyte_antigen_CD37_OS_Rattus_norvegicus

207 sp_P11049_CD37_HUMAN_Leukocyte_antigen_CD37_OS_Homo_sapiens
—| sp_Q2KHY8_CD37_BOVIN_Leukocyte_antigen_CD37_OS_Bos_taurus

92.2

95.7

sp_P0C672_TSN19_HUMAN_Tetraspanin-19_0OS_Homo_sapiens
92.4 sp_P40237_CD82_MOUSE_CD82_antigen_OS_Mus_musculus
92.9 - sp_070352_CD82_RAT_CD82_antigen_OS_Rattus_norvegicus

104 sp_P27701_CD82_HUMAN_CD82_antigen_OS_Homo_sapiens
—‘|

100

sp_Q9XVM9_TSN15_CAEEL_Tetraspanin-15_OS_Caenorhabditis_elegans
_Q24188_LBM_DROME_Protein_late_bloomer_OS_Drosophila_melanogaster
8 sp_Q12999_TSN31_HUMAN_Tetraspanin-31_OS_Homo_sapiens
5 sp_Q5RAP8_TSN31_PONAB_Tetraspanin-31_0OS_Pongo_abelii
53.

98.9 8 sp_Q29257_TSN31_PIG_Tetraspanin-31__Fragment__OS_Sus_scrofa
_Q32KP1_TSN31_BOVIN_Tetraspanin-31_OS_Bos_taurus
904 sp_Q9CQ88_TSN31_MOUSE_Tetraspanin-31_OS_Mus_musculus
sp_Q5U1V9_TSN31_RAT_Tetraspanin-31_OS_Rattus_norvegicus
B 98.9 sp_Q5XHG6_TS31A_XENLA_Tetraspanin-31-A_OS_Xenopus_laevis
100 1 Sp_Q7ZWW?7_TS31B_XENLA_Tetraspanin-31-B_OS_Xenopus_laevis
sp_Q7ZUB3_TSN31_DANRE_Tetraspanin-31_OS_Danio_rerio
944sp 095857_TSN13_HUMAN_Tetraspanin-13_0S_Homo_sapiens
30.2 921 fl' sp_Q3ZBV0O_TSN13_BOVIN_Tetraspanin-13_OS_Bos_taurus
sp_Q9D8C2_TSN13_MOUSE_Tetraspanin-13_OS_Mus_musculus
sp_Q5FVL6_TSN13_RAT_Tetraspanin-13_OS_Rattus_norvegicus
L sp_P91799_IM25_SCHJA_25_kDa_integral_membrane_protein_OS_Schistosoma_japonicum
sp_P34285 _TSP1_CAEEL_Tetraspanin-1_OS_Caenorhabditis_elegans
78.9 o5 sp_Q9Z2C6_UPK1B_MOUSE_Uroplakin-1b_OS_Mus_musculus
7 sp_Q566D0_UPK1B_RAT_Uroplakin-1b_OS_Rattus_norvegicus
98.6 sp_P30413_UPK1B_NEOVI_Uroplakin-1b_OS_Neovison_vison
sp_075841_UPK1B_HUMAN_Uroplakin-1b_OS_Homo_sapiens
013 99.9 sp_P38573_UPK1B_BOVIN_Uroplakin-1b_OS_Bos_taurus
- 76.7 98.7 sp_000322_UPK1A_HUMAN_Uroplakin-la_OS_Homo_sapiens
L76.2| : sp_Q9D132_UPK1A_MOUSE_Uroplakin-1a_0OS_Mus_musculus
sp_P38572_UPK1A_BOVIN_Uroplakin-la_OS_Bos_taurus
sp_Q5WRN1_TSP21_CAEEL_Tetraspanin-21_OS_Caenorhabditis_elegans
3 '65p70958597TSN127HUMANiTeIraspanm—lziosiHomo?sap\ens
525 " Q5R8B5_TSN12_PONAB_Tetraspanin-12_0S_Pongo_abelii
100 sp_Q5ZIF5_TSN12_CHICK_Tetraspanin-12_0S_Gallus_gallus
sp_Q29RH7_TSN12_BOVIN_Tetraspanin-12_0S_Bos_taurus
sp_Q8BKT6_TSN12_MOUSE_Tetraspanin-12_0S_Mus_musculus
023 sp_Q569A2_TSN12_RAT_Tetraspanin-12_OS_Rattus_norvegicus
7
7
461
96.1
983 98.7
7
58 100
738 | sp_Q11098_TSP17_CAEEL_Tetraspanin-17_0OS_Caenorhabditis_elegans
4f SP_P62079_TSN5_HUMAN_Tetraspanin-5_0S_Homo_sapiens
sp_Q68VK5_TSN5_RAT_Tetraspanin-5_0OS_Rattus_norvegicus
sp_P62080_TSN5_MOUSE_Tetraspanin-5_0S_Mus_musculus
59 Q17QJ5_TSN5_BOVIN_Tetraspanin-5_OS_Bos_taurus
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