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Simple modification to improve reliability of copro-DNA examinations for diagnosing Echinococcus multilocularis infections in red foxes
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Supplementary Table S1. Cross tabulation of the Echinococcus multilocularis-specific copro-DNA examination for the worm detection results via the sedimentation and counting technique (SCT)
	　
	　
	SCT
	　
	　

	　
	　
	Positive
	Negative
	Total

	Copro-DNA
	Positive
	138
	6
	144

	
	Negative
	9
	105
	114

	　
	Total
	147
	111
	258


Supplementary Table S2. Number of Echinococcus multilocularis-specific PCR-positive cases using copro-DNA extracts from intestinal worm-negative and PCR-inhibitor-present cases with addition of control DNA from adult worms

	Added control DNA

 (pg/reaction mixture)
	Number of samples
	Number of PCR-positives

	0.1
	5
	3

	1
	5
	5

	10
	5
	5


Supplementary Table S3. Number of Echinococcus multilocularis-specific PCR-positive cases using repeated extracted copro-DNA from faecal subsamples that were intestinal worm-positive and PCR-inhibitor-negative

	Worm burden
	Worm maturation
	Number of trials
	Number of PCR-positives

	1
	Immature
	5
	0

	1
	Mature
	4
	0

	10
	Mature
	2
	2

	21
	Mature
	2
	0

	58
	Mature
	3
	2
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