Table S1
Sequences of primers used to amplify PCR fragments of mitochondrial genome from Tracheophilus cymbius.
	Primer name
	Primer sequence (5’-3’)
	Amplified region
	Size (kb)

	TC1F
	AAAACCTTACCCCCTAATAACCCTTC  
	cox3-nad4
	~2.1

	TC1R
	ATGATATGTATCCTATGTCTAGTCCT
	
	

	TC2F
	AACAACCAAAGCTGCCCTAGATGAAA
	nad4-nad2
	~2.4

	TC2R
	GAAACACCAAACCAAAAATAACTGAC
	
	

	TC3F
	CTAAAAAAAACAGCAGTATCCACAT
	nad2-nad1
	~1.2

	TC3R
	TTAAAGGAGTAAGTATTGACGAAGC
	
	

	TC4F
	CACTAGAGAATTACTTCCTC
	nad1-cox1
	~2.3

	TC4R
	AATAGTTATGGTTTTTGTG
	
	

	TC5F
	ACACTAACAAAACTAAAAAGGGT
	cox1-cox2
	~3.1

	TC5R
	ATGGTGATTGGTATTCCAACAGG
	
	

	TC6F
	ATCAACGGAAACAACAATGACC  
	cox2-nad5
	~2.3

	TC6R
	TTTAGGACTCGGAAGTAGGCAT
	
	

	TC7F
	 CAAGATAATGATGATAAGCACTA
	nad5-cox3
	~1.2

	TC7R
	GTTTTGAAGAGTTGTTTAGATTT
	
	


