Table S5

AT/GC skews in mt genomes of Tracheophilus cymbius (T. c), Echinostoma miyagawai (Es. m), Echinochasmus japonicus (Ec. j) and Fasciola hepatica (F. h).
	Gene
	AT-skew
	GC-skew

	
	c
	E. m
	E. j
	h
	T. c
	E. m
	E. j
	F. h

	cox3
	-0.525
	-0.400
	-0.466
	-0.504
	0.463
	0.460
	0.498
	0.353

	cytb
	-0.496
	-0.464
	-0.455
	-0.528
	0.459
	0.343
	0.441
	0.469

	nad4L
	-0.466
	-0.404
	-0.526
	-0.571
	0.636
	0.623
	0.663
	0.656

	nad4
	-0.538
	-0.453
	-0.503
	-0.553
	0.523
	0.422
	0.482
	0.485

	atp6
	-0.628
	-0.460
	-0.528
	-0.610
	0.371
	0.257
	0.238
	0.400

	nad2
	-0.604
	-0.521
	-0.547
	-0.618
	0.575
	0.522
	0.476
	0.491

	nad1
	-0.567
	-0.450
	-0.543
	-0.540
	0.587
	0.478
	0.604
	0.616

	nad3
	-0.567
	-0.490
	-0.499
	-0.588
	0.625
	0.566
	0.570
	0.546

	cox1
	-0.470
	-0.391
	-0.402
	-0.518
	0.444
	0.310
	0.439
	0.373                                                                                                                                                                                                                                                               

	cox2
	-0.359
	-0.180
	-0.365
	-0.297
	0.438
	0.330
	0.398
	0.400

	nad6
	-0.575
	-0.498
	-0.507
	-0.583
	0.484
	0.329
	0.469
	0.387

	nad5
	-0.580
	-0.530
	-0.598
	-0.632
	0.467
	0.459
	0.561
	0.542

	rrnL
	-0.249
	-0.231
	-0.247
	-0.290
	0.386
	0.308
	0.388
	0.417

	rrnS
	-0.180
	-0.128
	-0.178
	-0.217
	0.381
	0.277
	0.361
	0.351

	NCR
	-0.500
	-0.241
	-0.386
	-0.288
	0.676
	0.426
	0.464
	0.658

	12PCG
	-0.533
	-0.445
	-0.496
	-0.550
	0.493
	0.406
	0.484
	0.475

	overall
	-0.464
	-0.379
	-0.431
	-0.483
	0.475
	0.390
	0.464
	0.474


