Supplementary Table S1

PCR primers of O. sinensis for amplication of mitochondrial genome

	Region
	Name
	Sequence（5`to 3`）
	Reference

	cox1
	LCO1490
	GGTCAACAAATCATAAAGATATTGG 
	Folmer et al., 1994

Folmer et al., 1994

	
	HCO2198
	TAAACTTCAGGGTGACCAAAAAATCA
	

	rrnS
	OS-rrnS-F
	GTTCCAGAATAATCGGCTAGAC
	This study

	
	OS-rrnS-R
	GGCAATTGATGGATGATTTGTACC
	This study

	nad1
	OS-nad1-F
	TGAGCGTCATTTNYTNGG
	This study

	
	OS-nad1-R
	AANGGNGCHCGRTTYARYTC
	This study

	cox3
	OS-cox3-F
	GGTDAATCCTTTTGGNGTNCC
	This study

	
	OS-cox3-R
	GGCAAAYTCYAAMCCNARRTG
	This study

	cox1-rrnL
	OS-cox1-F
	TGGCGGGTGCTATTACGAT
	This study

	
	40R
	GAATTAAACTAATATCACGT
	Hu et al, 2002

	rrnL-nad3
	39F

	TAAATGGCAGTCTTAGCGTGA
	Hu et al, 2002

	
	38R
	AGAAAAAGCAATCTCATAAGAA
	Hu et al, 2002

	nad3-nad5
	OS-nad3-nad5-F
	TGATTTGGAGGTGGTCATA
	This study

	
	OS-nad3-nad5-R
	CATAGARAACCCYATCTGNGA
	This study

	nad5-rrnS
	OS-nad5-rrnS-F
	AGAATAGCAGCTTTGGTGGAA
	This study

	
	OS-nad5-rrnS-R
	GTCTAGCCGATTATTCTGGAAC
	This study

	rrnS-nad1
	OS-rrnS-nad1-F
	GCCCATTATCGTTTGTAGAA
	This study

	
	OS-rrnS-nad1-R
	CCAATACGCTGTTGACTACC
	This study

	nad1-nad2
	OS-nad1-nad2-F
	AGTTGGGGCTATTCGTGCTA
	This study

	
	OS-nad1-nad2-R
	CTCCGCCTTATCAAGACGACAT
	This study

	nad2-cytb
	OS-nad2-cytb-F
	GCGTGGCTCCTTTTCATT
	This study

	
	OS-nad2-cytb-R
	CACTCWGGNACAATATGNACAGG
	This study

	cytb-cox3
	OS-cytb-cox3-F
	TTYCARATYTTRACNGGNAC
	This study

	
	OS-cytb-cox3-R
	AGTAGAACACCTCTTATTCCTCA
	This study

	cox3-nad4
	OS-cox3-nad4-F
	GTGGTGTGTCTGTTACTTGAGC
	This study

	
	OS-cox3-nad4-R
	TAGGAACAGAAAACCCCACA
	This study

	nad4-cox1
	OS-nad4-cox1-F
	AAGGCTCATGTWGARGCYC       
	This study

	
	OS-nad4-cox1-R
	ATAACATCGTAATAGCACCCGC
	This study


rrnS=small ribosomal subunit; rrnL=large ribosomal subunit; cox1=cytochrome oxidase subunitⅠ; cox3=cytochrome oxidase subunit Ⅲ; cytb=cytochrome b; F means forward, and R means reverse primer; The IUPAC codes were used for R (A or G), Y (C or T), M (A or C), W (A or T), H (A or T or C), D (G or A or T), N (A or T or G or C).

Supplementary Table S2

Species information of mitochondrial genomes used in phylogenetic analyses

	Order
	Superfamily
	Family
	Genus
	Species
	Accession No.
	Length (bp)
	Reference

	Ascaridida

	Ascaridoidea


	Ascarididae

	Ascaris
	Ascaris lumbricoides 
	NC_016198
	14281
	Park et al., 2011

	
	
	
	
	Ascaris suum
	NC_001327
	14284
	Wolstenholme DR, 1994

	
	
	
	Baylisascaris
	Baylisascaris ailuri 
	NC_015925
	14657
	Xie et al., 2011b

	
	
	
	
	Baylisascaris procyonis
	NC_016200
	14781
	Xie et al., 2011a

	
	
	
	
	Baylisascaris schroederi
	NC_015927
	14778
	Xie et al., 2011b

	
	
	
	
	Baylisascaris transfuga 
	NC_015924
	14898
	Xie et al., 2011b

	
	
	Toxocaridae

	Toxascara
	Toxascaris leonina
	NC_023504
	14310
	Liu et al., 2014

	
	
	
	
	Toxocara canis
	NC_010690
	14322
	Li et al., 2008

	
	
	
	
	Toxocara cati
	NC_010773
	14029
	Li et al., 2008

	
	
	
	
	Toxocara malaysiensis
	NC_010527
	14266
	Li et al., 2008

	
	
	Anisakidae


	Anisakis
	Anisakis simplex
	NC_007934
	13916
	Kim et al., 2006

	
	
	
	Pseudoterranova
	Pseudoterranova azarasi 
	NC_027163
	13954
	Liu et al., 2015

	
	
	
	Contracaecum
	Contracaecum osculatum
	NC_024037
	13823
	Mohandas et al., 2014

	
	
	
	
	Contracaecum rudolphii B
	NC_014870
	14022
	Lin et al., 2012

	
	Seuratoidea
	Cucullanidae
	Cucullanus
	Cucullanus robustus
	NC_016128
	13972
	Park JK, 2011

	
	Heterakoidea
	Ascaridiidae
	Ascaridia
	Ascaridia columbae
	NC_021643
	13931
	Liu et al., 2013

	
	
	
	
	Ascaridia galli
	NC_021642
	13977
	Liu et al., 2013

	Spirurida
	Filarioidea
	Onchocercidae
	Wuchereria
	Wuchereria bancrofti
	NC_016186
	13636
	McNulty et al., 2012


Supplementary Table S3

Nucleotide comparison of mitochondrial genomes in Ascaridida (%)

	Species
	GenBank
	mtDNA
	PCGs
	rRNAs
	tRNAs
	AT-rich region

	
	No.
	Size

（bp）
	AT (%)
	size 

（bp）
	AT (%)
	Size

（bp）
	AT (%)
	Size

（bp）
	AT (%)
	Size

（bp）
	AT (%)

	Ascaris lumbricoides 
	NC_016198
	14281
	71.8
	10280
	70.3
	1661
	74.4
	1250
	71.1
	893
	84.2

	Ascaris suum 
	NC_001327
	14284
	72.0
	10278
	70.5
	1661
	74.7
	1252
	71.0
	886
	84.7

	Baylisascaris ailuri 
	NC_015925
	14657
	69.5
	10286
	67.9
	1657
	70.5
	1241
	67.0
	1282
	82.0

	Baylisascaris procyonis
	NC_016200
	14781
	70.5
	10289
	68.6
	1664
	72.0
	1246
	69.6
	1357
	82.8

	Baylisascaris schroederi
	NC_015927
	14778
	68.6
	10289
	67.1
	1657
	69.8
	1241
	67.3
	1406
	78.9

	Baylisascaris transfuga 
	NC_015924
	14898
	69.4
	10289
	67.6
	1658
	70.7
	1244
	67.5
	1516
	82.3

	Toxascaris leonina
	NC_023504
	14310
	71.5
	10274
	70.2
	1660
	73.2
	1255
	71.2
	954
	82.5

	Toxocara canis
	NC_010690
	14322
	68.6
	10298
	67.2
	1655
	69.9
	1251
	68.5
	975
	79.5

	Toxocara cati
	NC_010773
	14029
	69.9
	10294
	68.8
	1651
	71.5
	1248
	70.2
	711
	81.3

	Toxocara malaysiensis
	NC_010527
	14266
	68.9
	10297
	67.8
	1651
	68.5
	1252
	70.3
	936
	78.4

	Anisakis simplex
	NC_007934
	13916
	71.2
	10274
	69.5
	1656
	74.4
	1208
	72.4
	515
	87.2

	Pseudoterranova azarasi
	NC_027163
	13954
	70.7
	10282
	69.4
	1659
	73.3
	1254
	71.5
	563
	81.0

	Contracaecum osculatum
	NC_024037
	13823
	70.2
	10281
	69.3
	1658
	73.9
	1252
	71.5
	239
	76.6

	Contracaecum rudolphii B
	NC_014870
	14022
	70.4
	10281
	69.0
	1650
	72.3
	1256
	70.6
	588
	89.1

	Cucullanus robustus
	NC_016128
	13972
	71.7
	10271
	69.7
	1635
	76.8
	1218
	73.2
	658
	87.4

	Ascaridia columbae
	NC_021643
	13931
	71.1
	10226
	70.5
	1658
	71.8
	1266
	71.2
	561
	77.7

	Ascaridia galli
	NC_021642
	13977
	71.6
	10229
	70.6
	1657
	72.8
	1253
	73.4
	876
	68.3

	Ortleppascaris sinensis
	KU950438
	13828
	74.0
	10321
	72.94
	1660
	76.2
	1259
	75.0
	452
	88.9

	Avg.
	
	14224
	70.6
	10279.9
	69.3
	1656.0
	72.6
	1247.0
	70.7
	853.8
	81.8


Supplementary Table S4 
Comparison of mitochondrial genomes in size (bp) and proportion of AT (%) in Ascaridida

	Species
	nad1
	nad1
	nad2
	nad3
	nad4
	nad4L
	nad5
	nad6
	cox1
	cox2
	cox3
	cytb
	atp6
	rrnL
	rrnS

	
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT
	Size  AT

	Ascaris lumbricoides
	873  69.6
	873  69.6
	844  72.9
	336  72.6
	1230  70.0
	234  76.5
	1585  72.7
	435  73.8
	1578  66.9
	699  69.0
	768  68.9
	1098  68.9
	600  71.2
	961  76.4
	700  71.7

	Ascaris suum
	873  69.5
	873  69.5
	844  73.0
	336  73.8
	1230  71.0
	234  76.5
	1585  72.9
	435  72.6
	1577  66.7
	699  68.8
	768  70.4
	1098  68.4
	600  71.3
	960  76.8
	701  71.9

	Baylisascaris ailuri
	873  67.1
	873  67.1
	844  71.1
	336  72.9
	1230  68.5
	234  72.7
	1585  69.8
	435  72.6
	1575  65.0
	699  64.2
	768  67.8
	1107  65.6
	600  67.5
	962  72.4
	695  67.9

	Baylisascaris procyonis
	873  66.2
	873  66.2
	844  71.0
	336  69.9
	1230  69.0
	234  76.5
	1585  70.4
	435  77.0
	1578  65.5
	699  65.7
	768  67.5
	1107  67.9
	600  67.5
	964  73.3
	700  70.1

	Baylisascaris schroederi
	873  66.1
	873  66.1
	844  70.0
	336  72.6
	1230  67.6
	234  70.9
	1585  68.7
	435  73.3
	1578  64.2
	699  63.7
	768  66.0
	1107  64.4
	600  67.3
	963  71.2
	694  67.9

	Baylisascaris transfuga
	873  65.6
	873  65.6
	844  70.6
	336  71.7
	1230  68.3
	234  73.9
	1585  69.4
	435  72.9
	1578  65.1
	699  64.5
	768  66.9
	1107  65.5
	600  66.5
	964  72.5
	694  68.2

	Toxascaris leonina
	873  68.5
	873  68.5
	844  73.2
	336  73.8
	1230  70.0
	234  74.4
	1582  71.7
	435  74.5
	1578  67.4
	699  68.2
	768  69.4
	1095  69.1
	600  71.2
	960  74.8
	700  70.9

	Toxocara canis
	873  65.4
	873  65.4
	845  70.1
	336  71.7
	1230  68.0
	233  70.8
	1582  69.6
	434  72.8
	1578  63.2
	714  65.0
	768  65.4
	1107  65.8
	598  68.7
	958  72.0
	697  66.9

	Toxocara cati
	873  67.0
	873  67.0
	844  71.0
	336  73.5
	1230  68.2
	232  72.8
	1582  71.4
	435  74.9
	1578  64.5
	711  67.5
	768  67.3
	1107  68.2
	598  70.2
	955  73.5
	696  68.8

	Toxocara malaysiensis
	873  66.7
	873  66.7
	844  7 1.7
	336  71.7
	1230  67.3
	232  72.8
	1582  70.1
	435  74.9
	1581  64.4
	711  65.1
	768  66.0
	1107  65.1
	598  69.4
	955  70.1
	696  66.4

	Anisakis simplex
	873  68.2
	873  68.2
	846  73.3
	336  75.3
	1230  69.9
	232  76.7
	1582  72.1
	435  71.3
	1576  66.1
	699  67.0
	766  66.3
	1099  67.9
	600  70.7
	957  76.1
	699  72.0

	Pseudoterranova azarasi
	873  68.3
	873  68.3
	846  73.9
	336  72.9
	1230  70.2
	232  76.7
	1584  70.8
	435  74.7
	1576  65.0
	702  67.1
	766  68.8
	1102  67.5
	600  69.5
	957  75.2
	702  70.7

	Contracaecum osculatum
	873  67.0
	873  67.0
	846   74.8
	336  74.7
	1230  68.9
	234  77.4
	1582  71.5
	435  77.0
	1576  65.1
	696  65.4
	766  67.1
	1107  66.6
	600  71.7
	958  76.0
	700  71.0

	Contracaecum rudolphii B
	873  68.5
	873  68.5
	846   73.3
	336  73.5
	1230  67.5
	234  78.2
	1582  72.1
	435  73.8
	1576  64.7
	696  66.7
	766  65.8
	1107  68.7
	600  67.5
	961  75.1
	689  68.4

	Cucullanus robustus
	873  67.6
	873  67.6
	843   73.4
	333  77.2
	1230  69.2
	234  78.6
	1584  72.8
	435  74.0
	1578  65.0
	696  66.1
	766  67.5
	1099  69.2
	600  70.3
	958  78.9
	677  73.9

	Ascaridia columbae
	876  67.9
	876  67.9
	843   72.4
	336  72.0
	1236  71.9
	217  77.0
	1581  72.6
	435  73.1
	1563  68.8
	696  67.4
	745  69.9
	1101  68.7
	597  70.4
	955  74.1
	703  68.7

	Ascaridia galli
	876  68.3
	876  68.3
	843   74.3
	336  70.8
	1236  72.4
	217  77.0
	1581  72.2
	435  74.3
	1563  67.4
	696  68.8
	745  70.6
	1104  69.0
	597  69.7
	956  74.9
	701  70.0

	Ortleppascaris sinensis
	873  71.9
	873  71.9
	844   78.4
	336  75.9
	1230  74.6
	234  76.9
	1582  74.5
	435  77.7
	1578  68.3
	738  69.9
	768  71.5
	1105  71.3
	598  73.2
	961  77.9
	699  73.8


Supplementary Table S5

Start and stop codons used in PCGs in Ascaridida nematodes

	
	PCGs of mitochondrial genomes

	
	nad1
	nad2
	nad3
	nad4
	nad4L
	nad5
	nad6
	cytb
	cox1
	cox2
	cox3
	atp6

	Ascaris lumbricoides
	ttg/tag
	ttg/t
	ttg/tag
	ttg/taa
	att/tag
	att/t
	ttg/tag
	att/taa
	att/tag
	ttg/tag
	gtt/tag
	att/tag

	Ascaris suum 
	ttg/tag
	ttg/t
	ttg/tag
	ttg/taa
	att/tag
	att/t
	ttg/tag
	att/tag
	att/ta
	ttg/tag
	gtt/taa
	att/tag

	Baylisascaris ailuri 
	ttg/tag
	ttg/t
	ttg/tag
	ttg/tag
	att/tag
	att/t
	ttg/tag
	gtg/taa
	ttg/taa
	ttg/tag
	atg/tag
	att/tag

	Baylisascaris procyonis
	ttg/tag
	gtg/t
	ttg/taa
	ttg/tag
	att/taa
	att/t
	ttg/tag
	gtg/tag
	ttg/tag
	ttg/tag
	gtg/tag
	ata/tag

	Baylisascaris schroederi
	ttg/tag
	ttg/t
	ttg/tag
	ttg/tag
	att/tag
	att/t
	ttg/tag
	gtg/tag
	ttg/taa
	ttg/tag
	atg/tag
	att/taa

	Baylisascaris transfuga
	ttg/tag
	ttg/t
	ttg/tag
	ttg/tag
	att/tag
	att/t
	ttg/tag
	gtg/tag
	ttg/taa
	ttg/tag
	atg/tag
	att/tag

	Toxascaris leonina
	ttg/tag
	gtg/t
	ttg/tag
	ttg/tag
	att/tag
	att/t
	ttg/tag
	ttg/taa
	ttg/tag
	ttg/tag
	gtt/tag
	att/tag

	Toxocara canis 
	ttg/tag
	att/ta
	ttg/tag
	ata/tag
	att/ta
	ata/t
	ttg/ta
	gtg/tag
	ttg/tag
	gtt/tag
	atg/tag
	att/t

	Toxocara cati 
	ttg/taa
	gtt/t
	ttg/tag
	ata/tag
	att/t
	ata/t
	ttg/taa
	atg/taa
	ttg/tag
	gtt/taa
	atg/taa
	att/t

	Toxocara malaysiensis
	ttg/tag
	att/t
	ttg/tag
	ata/tag
	att/t
	atg/t
	ttg/taa
	gtg/tag
	ttg/tag
	gta/tag
	gtg/tag
	att/t

	Anisakis simplex 
	ttg/taa
	ttg/taa
	ttg/tag
	ttg/taa
	att/t
	att/t
	ttg/taa
	ata/t
	ttg/t
	ttg/tag
	ttg/t
	ttg/taa

	Pseudoterranova azarasi
	ttg/tag
	ttg/taa
	ttg/taa
	ttg/tag
	att/t
	att/tag
	ttg/taa
	ata/t
	ttg/t
	ttg/taa
	ttg/t
	ttg/taa

	Contracaecum osculatum 
	ttg/taa
	att/tag
	ttg/taa
	ttg/tag
	att/tag
	att/t
	ttg/taa
	ttg/taa
	ttg/t
	ttg/taa
	att/t
	att/taa

	Contracaecum rudolphii B
	ttg/taa
	ttg/taa
	ttg/taa
	ttg/taa
	att/tag
	att/t
	ttg/taa
	ttg/tag
	ttg/t
	ttg/taa
	ttg/t
	att/tag

	Cucullanus robustus
	ttg/tag
	ttg/taa
	ttg/taa
	ttg/taa
	att/taa
	att/taa
	att/taa
	att/t
	ttg/tag
	ttg/taa
	ttg/t
	att/taa

	Ascaridia columbae 
	ttg/taa
	ttg/taa
	ata/taa
	ata/tag
	gtt/t
	ata/tag
	ttg/taa
	gtt/taa
	atg/tag
	ttg/tag
	ttg/t
	ata/taa

	Ascaridia galli 
	ttg/taa
	ttg/tag
	ttg/taa
	gtg/tag
	att/t
	ata/taa
	ttt/taa
	atg/taa
	atg/taa
	ttg/tag
	ttg/t
	ata/taa

	Ortleppascaris sinensis
	att/taa
	gta/t
	ttg/taa
	atg/taa
	att/tag
	ata/t
	ttg/tag
	ata/t
	ttg/tag
	att/taa
	att/tag
	ata/t


Supplementary Table S6 
The codon number and RSCU in the PCGs in 18 nematodes of Ascaridida 

	Codon
	Ascaris

lumbricoides
	Ascaris

suum
	Baylisascaris

ailuri
	Baylisascaris

procyonis
	Baylisascaris

schroederi
	Baylisascaris

transfuga
	Toxascaris

leonina
	Toxocara

canis
	Toxocara

cati
	Toxocara

malaysiensis
	Anisakis

simplex
	Pseudoterranova

azarasi
	Contracaecum

osculatum
	Contracaecum

rudolphii B
	Cucullanus

robustus
	Ascaridia

columbae
	Ascaridia

galli
	Ortleppascaris

sinensis

	
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.
	C.
	R.

	UUU(F)
	484
	1.96
	484
	1.96
	473
	1.91
	478
	1.96
	481
	1.94
	477
	1.95
	478
	1.97
	462
	1.93
	461
	1.9
	461
	1.9
	454
	1.89
	458
	1.87
	447
	1.84
	481
	1.9
	447
	1.82
	428
	1.95
	481
	1.98
	468
	1.95

	UUC(F)
	11
	0.04
	9
	0.04
	21
	0.09
	11
	0.04
	14
	0.06
	13
	0.05
	7
	0.03
	17
	0.07
	23
	0.1
	23
	0.1
	27
	0.11
	31
	0.13
	39
	0.16
	25
	0.1
	43
	0.18
	12
	0.05
	6
	0.02
	13
	0.05

	UUA(L)
	132
	1.57
	142
	1.68
	112
	1.33
	106
	1.27
	86
	1.04
	103
	1.24
	117
	1.4
	132
	1.53
	124
	1.44
	117
	1.38
	157
	1.81
	153
	1.74
	163
	1.9
	158
	1.87
	236
	2.48
	206
	2.27
	121
	1.35
	219
	2.6

	UUG(L)
	305
	3.62
	298
	3.53
	316
	3.76
	320
	3.83
	334
	4.03
	318
	3.83
	316
	3.78
	306
	3.55
	309
	3.59
	300
	3.53
	207
	2.38
	237
	2.69
	213
	2.49
	228
	2.7
	217
	2.28
	275
	3.03
	375
	4.17
	213
	2.53

	CUU(L)
	57
	0.68
	57
	0.67
	49
	0.58
	57
	0.68
	47
	0.57
	48
	0.58
	48
	0.57
	46
	0.53
	54
	0.63
	48
	0.56
	120
	1.38
	93
	1.06
	86
	1
	77
	0.91
	67
	0.71
	23
	0.25
	22
	0.24
	61
	0.72

	CUC(L)
	0
	0
	0
	0
	3
	0.04
	1
	0.01
	1
	0.01
	2
	0.02
	1
	0.01
	0
	0
	2
	0.02
	1
	0.01
	1
	0.01
	4
	0.05
	4
	0.05
	5
	0.06
	8
	0.08
	0
	0
	2
	0.02
	1
	0.01

	CUA(L)
	3
	0.04
	4
	0.05
	7
	0.08
	3
	0.04
	6
	0.07
	11
	0.13
	2
	0.02
	10
	0.12
	6
	0.07
	9
	0.11
	12
	0.14
	13
	0.15
	27
	0.32
	11
	0.13
	24
	0.25
	24
	0.26
	7
	0.08
	3
	0.04

	CUG(L)
	9
	0.11
	6
	0.07
	17
	0.2
	14
	0.17
	23
	0.28
	16
	0.19
	17
	0.2
	23
	0.27
	21
	0.24
	35
	0.41
	24
	0.28
	28
	0.32
	21
	0.25
	28
	0.33
	18
	0.19
	16
	0.18
	12
	0.13
	8
	0.1

	AUU(I)
	195
	1.92
	195
	1.9
	176
	1.85
	190
	1.91
	176
	1.87
	177
	1.87
	217
	1.96
	164
	1.78
	196
	1.88
	184
	1.82
	217
	1.89
	199
	1.9
	213
	1.82
	189
	1.75
	190
	1.69
	193
	1.91
	194
	1.99
	245
	1.94

	AUC(I)
	8
	0.08
	10
	0.1
	14
	0.15
	9
	0.09
	12
	0.13
	12
	0.13
	4
	0.04
	20
	0.22
	13
	0.12
	18
	0.18
	13
	0.11
	10
	0.1
	21
	0.18
	27
	0.25
	35
	0.31
	9
	0.09
	1
	0.01
	7
	0.06

	AUA(M)
	45
	0.51
	44
	0.5
	40
	0.48
	41
	0.48
	33
	0.4
	30
	0.36
	47
	0.52
	51
	0.59
	54
	0.62
	49
	0.58
	51
	0.57
	59
	0.71
	57
	0.66
	68
	0.79
	98
	1.09
	92
	0.95
	36
	0.43
	101
	1.15

	AUG(M)
	131
	1.49
	131
	1.5
	125
	1.52
	130
	1.52
	133
	1.6
	136
	1.64
	133
	1.48
	123
	1.41
	120
	1.38
	120
	1.42
	127
	1.43
	108
	1.29
	115
	1.34
	105
	1.21
	81
	0.91
	101
	1.05
	133
	1.57
	75
	0.85

	GUU(V)
	265
	2.83
	262
	2.79
	248
	2.47
	241
	2.48
	250
	2.5
	252
	2.52
	247
	2.74
	217
	2.31
	209
	2.38
	220
	2.38
	191
	2.5
	202
	2.42
	214
	2.62
	210
	2.61
	174
	2.17
	141
	1.86
	249
	3.05
	191
	2.5

	GUC(V)
	7
	0.07
	9
	0.1
	14
	0.14
	19
	0.2
	14
	0.14
	13
	0.13
	10
	0.11
	20
	0.21
	14
	0.16
	14
	0.15
	23
	0.3
	23
	0.28
	23
	0.28
	11
	0.14
	31
	0.39
	13
	0.17
	6
	0.07
	10
	0.13

	GUA(V)
	36
	0.38
	37
	0.39
	34
	0.34
	37
	0.38
	21
	0.21
	30
	0.3
	41
	0.45
	46
	0.49
	55
	0.63
	47
	0.51
	41
	0.54
	53
	0.63
	27
	0.33
	36
	0.45
	41
	0.51
	62
	0.82
	29
	0.35
	59
	0.77

	GUG(V)
	67
	0.71
	67
	0.71
	105
	1.05
	91
	0.94
	115
	1.15
	105
	1.05
	63
	0.7
	92
	0.98
	73
	0.83
	89
	0.96
	51
	0.67
	56
	0.67
	63
	0.77
	65
	0.81
	74
	0.93
	87
	1.15
	43
	0.53
	45
	0.59

	UCU(S)
	144
	3.25
	143
	3.22
	129
	2.9
	142
	3.16
	131
	2.99
	128
	2.89
	146
	3.24
	140
	3.02
	138
	3.05
	139
	3.1
	136
	3.08
	148
	3.26
	125
	2.76
	135
	2.83
	153
	3.18
	98
	2.12
	140
	2.96
	138
	2.98

	UCC(S)
	3
	0.07
	3
	0.07
	7
	0.16
	1
	0.02
	5
	0.11
	10
	0.23
	4
	0.09
	8
	0.17
	11
	0.24
	8
	0.18
	12
	0.27
	2
	0.04
	8
	0.18
	9
	0.19
	4
	0.08
	4
	0.09
	1
	0.02
	3
	0.06

	UCA(S)
	7
	0.16
	6
	0.14
	10
	0.22
	11
	0.25
	9
	0.21
	7
	0.16
	1
	0.02
	5
	0.11
	6
	0.13
	5
	0.11
	7
	0.16
	9
	0.2
	18
	0.4
	12
	0.25
	25
	0.52
	17
	0.37
	6
	0.13
	15
	0.32

	UCG(S)
	8
	0.18
	9
	0.2
	13
	0.29
	7
	0.16
	15
	0.34
	17
	0.38
	12
	0.27
	12
	0.26
	5
	0.11
	7
	0.16
	10
	0.23
	7
	0.15
	11
	0.24
	15
	0.31
	10
	0.21
	15
	0.33
	2
	0.04
	9
	0.19

	CCU(P)
	72
	3.47
	72
	3.47
	63
	3.15
	69
	3.33
	64
	3.08
	65
	3.13
	78
	3.67
	68
	3.2
	64
	2.94
	65
	3.02
	74
	3.44
	66
	3.18
	67
	3.19
	64
	2.88
	51
	2.76
	53
	2.68
	57
	2.89
	73
	3.48

	CCC(P)
	0
	0
	0
	0
	5
	0.25
	4
	0.19
	5
	0.24
	5
	0.24
	0
	0
	7
	0.33
	4
	0.18
	2
	0.09
	3
	0.14
	3
	0.14
	11
	0.52
	12
	0.54
	7
	0.38
	5
	0.25
	7
	0.35
	3
	0.14

	CCA(P)
	4
	0.19
	1
	0.05
	2
	0.1
	3
	0.14
	2
	0.1
	2
	0.1
	1
	0.05
	3
	0.14
	9
	0.41
	7
	0.33
	5
	0.23
	5
	0.24
	4
	0.19
	8
	0.36
	9
	0.49
	8
	0.41
	4
	0.2
	8
	0.38

	CCG(P)
	7
	0.34
	10
	0.48
	10
	0.5
	7
	0.34
	12
	0.58
	11
	0.53
	6
	0.28
	7
	0.33
	10
	0.46
	12
	0.56
	4
	0.19
	9
	0.43
	2
	0.1
	5
	0.22
	7
	0.38
	13
	0.66
	11
	0.56
	0
	0

	ACU(T)
	88
	3.26
	86
	3.21
	83
	3.16
	90
	3.27
	86
	3.13
	85
	3.18
	90
	3.53
	80
	2.83
	89
	3.1
	82
	2.93
	97
	3.1
	98
	3.24
	79
	2.75
	86
	2.92
	65
	2.5
	79
	3.04
	102
	3.81
	88
	2.69

	ACC(T)
	7
	0.26
	7
	0.26
	8
	0.3
	3
	0.11
	10
	0.36
	7
	0.26
	1
	0.04
	13
	0.46
	14
	0.49
	14
	0.5
	10
	0.32
	3
	0.1
	10
	0.35
	17
	0.58
	11
	0.42
	3
	0.12
	3
	0.11
	8
	0.24

	ACA(T)
	5
	0.19
	8
	0.3
	1
	0.04
	5
	0.18
	4
	0.15
	4
	0.15
	5
	0.2
	3
	0.11
	6
	0.21
	5
	0.18
	13
	0.42
	10
	0.33
	14
	0.49
	9
	0.31
	16
	0.62
	14
	0.54
	0
	0
	27
	0.82

	ACG(T)
	8
	0.3
	6
	0.22
	13
	0.5
	12
	0.44
	10
	0.36
	11
	0.41
	6
	0.24
	17
	0.6
	6
	0.21
	11
	0.39
	5
	0.16
	10
	0.33
	12
	0.42
	6
	0.2
	12
	0.46
	8
	0.31
	2
	0.07
	8
	0.24

	GCU(A)
	89
	3.42
	92
	3.54
	86
	3.28
	83
	3.16
	81
	3.06
	81
	2.97
	95
	3.62
	74
	2.45
	83
	2.89
	80
	2.69
	91
	2.94
	82
	2.9
	81
	2.79
	77
	2.63
	45
	2.2
	76
	2.47
	89
	3.6
	80
	2.86

	GCC(A)
	8
	0.31
	5
	0.19
	7
	0.27
	11
	0.42
	11
	0.42
	11
	0.4
	3
	0.11
	25
	0.83
	16
	0.56
	16
	0.54
	22
	0.71
	23
	0.81
	27
	0.93
	18
	0.62
	16
	0.78
	14
	0.46
	5
	0.2
	14
	0.5

	GCA(A)
	4
	0.15
	5
	0.19
	3
	0.11
	3
	0.11
	5
	0.19
	4
	0.15
	4
	0.15
	4
	0.13
	9
	0.31
	6
	0.2
	3
	0.1
	3
	0.11
	5
	0.17
	6
	0.21
	5
	0.24
	22
	0.72
	3
	0.12
	11
	0.39

	GCG(A)
	3
	0.12
	2
	0.08
	9
	0.34
	8
	0.3
	9
	0.34
	13
	0.48
	3
	0.11
	18
	0.6
	7
	0.24
	17
	0.57
	8
	0.26
	5
	0.18
	3
	0.1
	16
	0.55
	16
	0.78
	11
	0.36
	2
	0.08
	7
	0.25

	UAU(Y)
	154
	1.82
	154
	1.81
	150
	1.78
	155
	1.83
	140
	1.68
	151
	1.77
	161
	1.87
	140
	1.75
	149
	1.83
	148
	1.78
	139
	1.68
	140
	1.72
	143
	1.69
	131
	1.62
	140
	1.77
	172
	1.97
	177
	1.99
	143
	1.72

	UAC(Y)
	15
	0.18
	16
	0.19
	19
	0.22
	14
	0.17
	27
	0.32
	20
	0.23
	11
	0.13
	20
	0.25
	14
	0.17
	18
	0.22
	26
	0.32
	23
	0.28
	26
	0.31
	31
	0.38
	18
	0.23
	3
	0.03
	1
	0.01
	23
	0.28

	CAU(H)
	53
	1.96
	53
	1.96
	54
	1.93
	54
	1.89
	55
	1.93
	51
	1.85
	52
	1.89
	54
	1.93
	45
	1.61
	50
	1.85
	54
	1.86
	53
	1.8
	52
	1.76
	54
	1.86
	46
	1.77
	48
	1.85
	52
	1.93
	57
	1.97

	CAC(H)
	1
	0.04
	1
	0.04
	2
	0.07
	3
	0.11
	2
	0.07
	4
	0.15
	3
	0.11
	2
	0.07
	11
	0.39
	4
	0.15
	4
	0.14
	6
	0.2
	7
	0.24
	4
	0.14
	6
	0.23
	4
	0.15
	2
	0.07
	1
	0.03

	CAA(Q)
	15
	0.7
	17
	0.79
	5
	0.23
	7
	0.33
	3
	0.14
	4
	0.18
	14
	0.64
	12
	0.55
	11
	0.51
	15
	0.68
	17
	0.77
	16
	0.68
	19
	0.88
	18
	0.88
	10
	0.51
	27
	1.17
	15
	0.68
	27
	1.2

	CAG(Q)
	28
	1.3
	26
	1.21
	38
	1.77
	35
	1.67
	41
	1.86
	40
	1.82
	30
	1.36
	32
	1.45
	32
	1.49
	29
	1.32
	27
	1.23
	31
	1.32
	24
	1.12
	23
	1.12
	29
	1.49
	19
	0.83
	29
	1.32
	18
	0.8

	AAU(N)
	108
	1.91
	107
	1.91
	99
	1.82
	103
	1.89
	102
	1.87
	97
	1.75
	109
	1.91
	91
	1.65
	98
	1.78
	98
	1.8
	106
	1.74
	107
	1.89
	106
	1.75
	88
	1.63
	98
	1.72
	106
	1.94
	107
	1.98
	116
	1.84

	AAC(N)
	5
	0.09
	5
	0.09
	10
	0.18
	6
	0.11
	7
	0.13
	14
	0.25
	5
	0.09
	19
	0.35
	12
	0.22
	11
	0.2
	16
	0.26
	6
	0.11
	15
	0.25
	20
	0.37
	16
	0.28
	3
	0.06
	1
	0.02
	10
	0.16

	AAA(K)
	34
	0.73
	29
	0.62
	25
	0.53
	16
	0.34
	18
	0.39
	22
	0.47
	21
	0.45
	26
	0.53
	33
	0.67
	26
	0.53
	52
	1.05
	36
	0.73
	50
	1.03
	41
	0.83
	33
	0.73
	51
	1.09
	18
	0.4
	64
	1.25

	AAG(K)
	59
	1.27
	65
	1.38
	69
	1.47
	79
	1.66
	75
	1.61
	72
	1.53
	73
	1.55
	72
	1.47
	66
	1.33
	72
	1.47
	47
	0.95
	63
	1.27
	47
	0.97
	58
	1.17
	57
	1.27
	43
	0.91
	73
	1.6
	38
	0.75

	GAU(D)
	71
	1.84
	70
	1.84
	67
	1.79
	70
	1.84
	70
	1.87
	69
	1.86
	73
	1.9
	60
	1.6
	67
	1.72
	64
	1.68
	59
	1.66
	61
	1.63
	62
	1.65
	60
	1.71
	55
	1.62
	58
	1.93
	71
	2
	62
	1.68

	GAC(D)
	6
	0.16
	6
	0.16
	8
	0.21
	6
	0.16
	5
	0.13
	5
	0.14
	4
	0.1
	15
	0.4
	11
	0.28
	12
	0.32
	12
	0.34
	14
	0.37
	13
	0.35
	10
	0.29
	13
	0.38
	2
	0.07
	0
	0
	12
	0.32

	GAA(E)
	24
	0.63
	25
	0.67
	21
	0.53
	16
	0.42
	12
	0.32
	21
	0.54
	28
	0.74
	12
	0.31
	28
	0.74
	20
	0.51
	23
	0.56
	22
	0.54
	23
	0.61
	25
	0.63
	22
	0.58
	54
	1.21
	16
	0.44
	40
	0.99

	GAG(E)
	52
	1.37
	50
	1.33
	58
	1.47
	60
	1.58
	64
	1.68
	57
	1.46
	48
	1.26
	66
	1.69
	48
	1.26
	58
	1.49
	59
	1.44
	59
	1.46
	52
	1.39
	54
	1.37
	54
	1.42
	35
	0.79
	57
	1.56
	41
	1.01

	UGU(C)
	59
	1.97
	60
	2
	53
	1.8
	55
	1.9
	50
	1.79
	55
	1.83
	57
	1.93
	49
	1.72
	55
	1.9
	53
	1.83
	50
	1.82
	56
	1.7
	49
	1.88
	42
	1.68
	48
	1.88
	48
	1.96
	53
	2
	49
	1.92

	UGC(C)
	1
	0.03
	0
	0
	6
	0.2
	3
	0.1
	6
	0.21
	5
	0.17
	2
	0.07
	8
	0.28
	3
	0.1
	5
	0.17
	5
	0.18
	10
	0.3
	3
	0.12
	8
	0.32
	3
	0.12
	1
	0.04
	0
	0
	2
	0.08

	UGA(W)
	22
	0.59
	27
	0.72
	26
	0.66
	15
	0.4
	16
	0.42
	20
	0.52
	23
	0.59
	21
	0.54
	30
	0.77
	26
	0.67
	23
	0.63
	19
	0.56
	25
	0.67
	24
	0.65
	26
	0.67
	61
	1.47
	33
	0.81
	41
	1.11

	UGG(W)
	53
	1.41
	48
	1.28
	53
	1.34
	60
	1.6
	60
	1.58
	57
	1.48
	55
	1.41
	57
	1.46
	48
	1.23
	52
	1.33
	50
	1.37
	49
	1.44
	50
	1.33
	50
	1.35
	52
	1.33
	22
	0.53
	48
	1.19
	33
	0.89

	CGU(R)
	30
	3.64
	30
	3.64
	30
	3.43
	28
	3.29
	31
	3.54
	28
	3.29
	28
	3.5
	29
	3.63
	30
	3.75
	28
	3.5
	27
	3.48
	27
	3.48
	29
	3.52
	32
	3.76
	22
	2.67
	25
	2.7
	31
	3.44
	30
	3.64

	CGC(R)
	0
	0
	0
	0
	0
	0
	2
	0.24
	0
	0
	2
	0.24
	0
	0
	1
	0.13
	0
	0
	1
	0.13
	0
	0
	0
	0
	1
	0.12
	1
	0.12
	1
	0.12
	2
	0.22
	1
	0.11
	0
	0

	CGA(R)
	1
	0.12
	1
	0.12
	0
	0
	1
	0.12
	0
	0
	0
	0
	1
	0.13
	0
	0
	1
	0.13
	0
	0
	1
	0.13
	1
	0.13
	1
	0.12
	0
	0
	2
	0.24
	5
	0.54
	0
	0
	2
	0.24

	CGG(R)
	2
	0.24
	2
	0.24
	5
	0.57
	3
	0.35
	4
	0.46
	4
	0.47
	3
	0.38
	2
	0.25
	1
	0.13
	3
	0.38
	3
	0.39
	3
	0.39
	2
	0.24
	1
	0.12
	8
	0.97
	5
	0.54
	4
	0.44
	1
	0.12

	AGU(S)
	124
	2.8
	127
	2.86
	102
	2.29
	119
	2.65
	100
	2.29
	103
	2.33
	123
	2.73
	125
	2.7
	113
	2.5
	116
	2.58
	115
	2.61
	126
	2.78
	96
	2.12
	122
	2.55
	74
	1.54
	99
	2.15
	180
	3.8
	115
	2.49

	AGC(S)
	7
	0.16
	4
	0.09
	6
	0.13
	6
	0.13
	5
	0.11
	6
	0.14
	1
	0.02
	3
	0.06
	12
	0.27
	13
	0.29
	5
	0.11
	3
	0.07
	13
	0.29
	13
	0.27
	12
	0.25
	5
	0.11
	3
	0.06
	2
	0.04

	AGA(S)
	27
	0.61
	29
	0.65
	24
	0.54
	26
	0.58
	24
	0.55
	25
	0.56
	24
	0.53
	26
	0.56
	36
	0.8
	24
	0.53
	26
	0.59
	35
	0.77
	30
	0.66
	36
	0.75
	44
	0.91
	97
	2.1
	25
	0.53
	55
	1.19

	AGG(S)
	34
	0.77
	34
	0.77
	65
	1.46
	47
	1.05
	61
	1.39
	58
	1.31
	49
	1.09
	52
	1.12
	41
	0.91
	47
	1.05
	42
	0.95
	33
	0.73
	61
	1.35
	40
	0.84
	63
	1.31
	34
	0.74
	22
	0.46
	33
	0.71

	GGU(G)
	145
	2.8
	144
	2.78
	119
	2.29
	135
	2.56
	124
	2.22
	124
	2.33
	145
	2.89
	100
	1.96
	111
	2.18
	112
	2.16
	121
	2.42
	115
	2.34
	114
	2.33
	111
	2.22
	115
	2.16
	89
	1.51
	158
	2.91
	125
	2.59

	GGC(G)
	4
	0.08
	6
	0.12
	15
	0.29
	6
	0.11
	13
	0.23
	9
	0.17
	7
	0.14
	26
	0.51
	25
	0.49
	9
	0.17
	25
	0.5
	25
	0.51
	26
	0.53
	21
	0.42
	10
	0.19
	11
	0.19
	12
	0.22
	9
	0.19

	GGA(G)
	16
	0.31
	18
	0.35
	21
	0.4
	19
	0.36
	23
	0.41
	23
	0.43
	12
	0.24
	13
	0.25
	18
	0.35
	21
	0.41
	9
	0.18
	9
	0.18
	13
	0.27
	13
	0.26
	14
	0.26
	72
	1.23
	13
	0.24
	28
	0.58

	GGG(G)
	42
	0.81
	39
	0.75
	53
	1.02
	51
	0.97
	63
	1.13
	57
	1.07
	37
	0.74
	65
	1.27
	50
	0.98
	65
	1.26
	45
	0.9
	48
	0.97
	43
	0.88
	55
	1.1
	74
	1.39
	63
	1.07
	34
	0.63
	31
	0.64


C. means count, frequency of each codon. R. means RSCU, Relative synonymous codon usage.

Supplementary Table S7 
Comparison of amino acid composition of PCGs in Ascaridida (‰)

	Species
	total
	Ala
	Cys
	Asp
	Glu
	Phe
	Gly
	His
	Ile
	Lys
	Leu
	Met
	Asn
	Pro
	Gln
	Arg
	Ser
	Thr
	Val
	Trp
	Tyr

	Ascaris lumbricoides
	3404
	30.55
	17.63
	22.62
	22.33
	145.42
	60.81
	15.86
	59.64
	27.32
	148.65
	51.7
	33.2
	24.38
	12.63
	9.69
	104.00
	31.73
	110.16
	22.03
	49.65

	Ascaris suum
	3403
	30.56
	17.63
	22.33
	22.04
	144.87
	60.83
	15.87
	60.24
	27.62
	148.99
	51.43
	32.91
	24.39
	12.64
	9.70
	104.32
	31.44
	110.20
	22.04
	49.96

	Baylisascaris ailuri
	3406
	30.83
	17.32
	22.02
	23.19
	145.04
	61.07
	16.44
	55.78
	27.6
	147.97
	48.44
	32.00
	23.49
	12.62
	10.28
	104.52
	30.83
	117.73
	23.19
	49.62

	Baylisascaris procyonis
	3407
	30.82
	17.02
	22.31
	22.31
	143.53
	61.93
	16.73
	58.41
	27.88
	147.05
	50.19
	31.99
	24.36
	12.33
	9.98
	105.37
	32.29
	113.88
	22.01
	49.60

	Baylisascaris schroederi
	3406
	31.12
	16.44
	22.02
	22.31
	145.33
	65.47
	16.74
	55.2
	27.3
	145.92
	48.74
	32.00
	24.37
	12.92
	10.28
	102.76
	32.3
	117.44
	22.31
	49.03

	Baylisascaris transfuga
	3407
	31.99
	17.61
	21.72
	22.89
	143.82
	62.52
	16.14
	55.47
	27.59
	146.17
	48.72
	32.58
	24.36
	12.91
	9.979
	103.90
	31.41
	117.41
	22.6
	50.19

	Toxascaris leonina
	3402
	30.86
	17.34
	22.63
	22.34
	142.56
	59.08
	16.17
	64.96
	27.63
	147.27
	52.91
	33.51
	24.99
	12.93
	9.406
	105.82
	29.98
	106.11
	22.93
	50.56

	Toxocara canis
	3411
	35.47
	16.71
	21.99
	22.87
	140.43
	59.81
	16.42
	53.94
	28.73
	151.57
	51.01
	32.25
	24.92
	12.9
	9.381
	108.77
	33.13
	109.94
	22.87
	46.91

	Toxocara cati
	3410
	33.72
	17.01
	22.87
	22.29
	141.94
	59.82
	16.42
	61.29
	29.03
	151.32
	51.03
	32.26
	25.51
	12.61
	9.384
	106.16
	33.72
	102.93
	22.87
	47.8

	Toxocara malaysiensis
	3411
	34.89
	17.00
	22.28
	22.87
	141.89
	60.69
	15.83
	59.22
	28.73
	149.52
	49.55
	31.96
	25.21
	12.9
	9.381
	105.25
	32.83
	108.47
	22.87
	48.67

	Anisakis simplex
	3404
	36.43
	16.16
	20.86
	24.09
	141.30
	58.75
	17.04
	67.57
	29.08
	153.06
	52.29
	35.84
	25.26
	12.93
	9.107
	103.70
	36.72
	89.89
	21.45
	48.47

	Pseudoterranova azarasi
	3406
	33.18
	19.38
	22.02
	23.78
	143.57
	57.84
	17.32
	61.36
	29.07
	155.02
	49.03
	33.18
	24.37
	13.8
	9.102
	106.58
	35.53
	98.06
	19.96
	47.86

	Contracaecum osculatum
	3405
	34.07
	15.27
	22.03
	22.03
	142.73
	57.56
	17.33
	68.72
	28.49
	150.95
	50.51
	35.54
	24.67
	12.63
	9.692
	106.31
	33.77
	96.04
	22.03
	49.63

	Contracaecum rudolphii B
	3405
	34.36
	14.68
	20.56
	23.2
	148.60
	58.74
	17.03
	63.44
	29.07
	148.90
	50.81
	31.72
	26.14
	12.04
	9.985
	112.19
	34.65
	94.57
	21.73
	47.58

	Cucullanus robustus
	3401
	24.11
	15.00
	19.99
	22.35
	144.08
	62.63
	15.29
	66.16
	26.46
	167.60
	52.63
	33.52
	21.76
	11.47
	9.703
	113.20
	30.58
	94.09
	22.93
	46.46

	Ascaridia columbae
	3386
	36.33
	14.47
	17.72
	26.28
	129.95
	69.4
	15.36
	59.66
	27.76
	160.66
	57.00
	32.19
	23.33
	13.59
	10.93
	108.98
	30.71
	89.49
	24.51
	51.68

	Ascaridia galli
	3387
	29.23
	15.65
	20.96
	21.55
	143.79
	64.07
	15.94
	57.57
	26.87
	159.14
	49.9
	31.89
	23.32
	12.99
	10.63
	111.9
	31.59
	96.546
	23.91
	52.55

	Ortleppascaris sinensis
	3419
	32.76
	14.92
	21.64
	23.69
	140.68
	56.45
	16.96
	73.71
	29.83
	147.70
	51.48
	36.85
	24.57
	13.16
	9.652
	108.22
	38.32
	89.21
	21.64
	48.55

	Avg.
	3403.5
	32.22
	16.7
	21.71
	22.9
	143.15
	61.02
	16.37
	61.2
	28.08
	151.25
	50.9
	33.02
	24.4
	12.72
	9.729
	106.59
	32.79
	103.54
	22.59
	49.13


Supplementary Table S8
Size and AT content of non-coding region in mtDNA of Ascaridida nematodes

	
	AT-rich region
	NCR

	
	size (bp)
	AT (%)
	size (bp)
	AT (%)

	Ascaris lumbricoides
	893
	84.2
	117
	76.1

	Ascaris suum
	886
	84.7
	70
	78.6

	Baylisascaris ailuri
	1282
	82.0
	117
	71.8

	Baylisascaris procyonis
	1375
	82.8
	118
	77.1

	Baylisascaris schroederi
	1406
	79.0
	114
	75.4

	Baylisascaris transfuga
	1516
	82.3
	117
	71.8

	Toxascaris leonina
	954
	82.5
	112
	79.5

	Toxocara canis
	975
	79.5
	111
	76.6

	Toxocara cati
	711
	81.3
	116
	74.1

	Toxocara malaysiensis
	936
	78.4
	112
	74.1

	Anisakis simplex
	515
	87.2
	122
	84.4

	Pseudoterranova azarasi
	563
	81.0
	122
	82.0

	Contracaecum osculatum
	239
	76.6
	116
	75.0

	Contracaecum rudolphii B
	588
	89.1
	115
	78.3

	Cucullanus robustus
	658
	87.4
	124
	62.9

	Ascaridia columbae
	561
	77.7
	91
	73.6

	Ascaridia galli
	876
	68.3
	157
	68.2

	Ortleppascaris sinensis
	452
	88.9
	91
	76.9

	Avg.
	854
	81.5
	113
	75.1


