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Supplementary Fig. S1. The relative synonymous codon usage (RSCU) for the mitochondrial proteins in O. sinensis. The X-axis shows the codon families, and the Y-axis shows RSCU values.
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Supplementary Fig. S2. Secondary structure predicted for 22 tRNA genes in mitochondrial genome of O. sinensis. Bars indicate Watson-Crick base pairings, and dots between G and U pairs mark canonical base pairings appearing in tRNA.
