Supplementary Table S1. Primers used for real-time RT-PCR, sequencing, and RFLP genotyping

	Gene
	Forward primer 5’-3’
	Reverse primer 5’-3’
	Amplicon size(bp)

	Real time RT-PCR

	ID3
	GCATCTTCCCATCCAGACA
	CAGTGGCAGAAGCTCCTT
	75

	THBS2
	CTACTTCTCGGACCTCAA
	TGGGTAACAGCATCTACA
	88

	THBS4
	GTGGGCTACATCAGGGTG
	ATGGTGGTGTCTATGGTGA
	77

	PPP2R1A
	CCTTCCTCTTGGTGGTTT
	GGCCTTTATTTCTCTGTGAA
	85

	PITX2
	CCGCAGAGAAAGATAAGA
	TTGCCTTTTCTTCTTGGA
	77

	BMP4
	TTTCCAGCAAGTTTGTTCA
	CCATCAGCATTCGGTTAC
	106

	BMP3
	TGTCCTCACTCAGCATCT
	GCAAGCACAAGACTCTACT
	89

	BMP2
	CACGAAGAATCTTTGGAAG
	GTTCTGCTGAGGTGATAA
	109

	BMPER
	GGACTACACTACTTTCTAC
	GTATATGCCAGGAATGAT
	93

	BMPR1A
	GTCTTACTCTGAACAAACAACT
	GCTCTGATTCCTCCACTT
	125

	BMPR1B
	CAGAACGGAATGAATGTAAT
	AATGATGAGGACCAAGAG
	140

	SMAD2
	CCAACTCTTCTGTCATAG
	GAACATAGGAAACCACTT
	126

	GDF9
	CCAAGACCATCCTGTGTA
	CTTAGTGGCTATCATATCTTCATA
	108

	BMP15
	CCAAGAGGTAGTGAGGTT
	AATACAGTAACAAGAAGACAGT
	76

	INHBA
	GCAGAAATGAATGAACTTAT
	CCTTCTTTGGAAATCTCA
	101

	DCN
	CGATCATAAGTACATCCA
	TCACTCCTGAATAAGAAG
	116

	RPS6KB2
	CATGGACAAGATCATCAGAG
	CTGGTTAGGATTCCGCTT
	100

	SMAD1
	CCACTATAAGCGAGTAGAA
	TGTGCTGAGGATTGTATT
	77

	SMAD6
	GTACAAGCCACTGGATCTATC
	GCTGTGATGAGGGAGTTG
	75

	ACVR1
	GGATGAGAAGTCGTGGTT
	TACTGGAGTGTCTTGATGTC
	110

	ACVR1C
	AGTTCCGACCAAGTATTC
	ACACTCACGCATTATTCT
	77

	ACVR1B
	AGAGATATACCAGACAGT
	GTGCCGTTATCTTTATTG
	78

	TGFβR1
	TTACCATTGCTTGTTCAG
	CTTCTTCTCCTCTCCATT
	109

	TGFβR2
	TGTGTGGAAAGCATGAAGG
	GATGCCCTGGTGGTTGAG
	84

	LEFTY2
	AGCCAGAACTTCCGAGAG
	CATGTCGAACACCAGCAA
	75

	GAPDH
	TGCCCAGAATATCATCCC
	AGGTCAGATCCACAACAG
	134

	SNP identification

	BMP4 (1)
	GACCGCTGGAGGTTTGGG
	GACTGAGGACTTTCCGTTTG
	637

	BMP4 (2)
	TACAGGGCAATTCCTACTTT
	GTCCAGATTCCAGGTAAGG
	628

	BMP4 (3)
	TGGTGCTTGCTGAATGCT
	GTGGGTCCGTGTCTGATG
	600

	BMP4 (4)
	GGAGAAGCAGCCCAACTA
	TCAGAACCACCTTGTCATAC
	506

	BMP4 (5)
	GAGTATGACAAGGTGGTTCT
	GAGTCTTTAATCCAGCCTA
	642

	ID3(1)
	GCGGTATTCGGCGTCAGA
	CGCACGGAGTTTGGAAGGT
	623

	ID3(2)
	CTCCGTGCGTAAACCCTT
	TTCCGTCATTCATTTGCTGT
	297

	ID3(3)
	TCCGCCTGTGGTCTTTCG
	CCTAAATCCAGCTTTGTGAGA
	733

	THBS2(1)
	AACGAGTCCAGCTCTTCCG
	TCCCTGCCTGCTTCAAAA
	322

	THBS2(2)
	TCCGCTCCCGCACTTCAA
	CCTCCCAGGAGTTTCCCACC
	416

	THBS2(3)
	CAGTCTCCAAATTCTGTCCCTA
	TGAGTTGACCCTTCTTTAT
	533

	THBS2(4)
	CTGTTGCCAGTGACTTTA
	CACATCATCATCCCGTAC
	527

	SNP genotyping

	BMP4
	TAGAACATCTGGAGAACATC
	GGCTTCATAACCTCATAAATG
	190

	THBS2
	TCTTCACCTGCTGTCCTC
	CTTACATTTCATATGTAAACCT
	206

	ID3
	TGGATGGGCCTCAACCTT
	GGCAGAATTTGGAGAACAGC
	243


Supplementary Table S2. The patterns of restriction enzymes used to digest PCR amplicons of ID3, BMP4, and THBS2 genes

	Gene
	Restriction enzyme
	Genotype

	ID3
	FauI
	TT, TC, CC

	BMP4
	HinfI
	GG,GT,TT

	THBS2
	TaiI
	CC,TC,TT


Supplementary Table S3. Fold change differences in expression of TGF-β pathway genes in degenerate embryos as compared with blastocysts

	Gene
	P-value
	
	Fold change
	

	
	
	mean
	maximum
	minimum

	ID3
	<0.001
	25.81
	39.4
	16.91

	THBS2
	<0.001
	4.56
	5.43
	3.84

	BMP4
	0.001
	4.96
	6.68
	3.68

	GDF9
	0.001
	14.42
	23.75
	8.63

	BMPER
	0.004
	6.12
	9.32
	4.00

	DCN
	0.028
	8.57
	18.95
	3.91

	SMAD2
	0.002
	2.26
	2.68
	1.9

	THBS4
	0.006
	1.54
	1.76
	1.36

	PPP2R1A
	0.025
	2.56
	3.57
	1.84

	RPS6KB2
	0.007
	2.46
	3.14
	1.93

	BMPR1A
	0.528
	1.16
	1.47
	0.92

	PITX2
	0.469
	1.69
	3.39
	0.85

	INHBA
	0.126
	2.64
	4.59
	1.52

	ACVR1
	0.179
	0.72
	0.92
	0.56
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