Table S3. The conserved motifs of the SiWRKY proteins 

	Motif No.
	E-value
	Amino acid sequences of motifs with best possible match 
	Width(aa)
	SiWRKYs

	Motif 1
	7.3e-2178
	[PI]LDDGY[RQ]WRKYGQKx[IV]K[GN][SN]PYPRSY[YF][RK]C[TS]
	29
	all SiWRKYs members

	Motif 2
	3.3e-759
	SSDDPSM[LVF][IV][VT]TYEGEH[TN][HC]xxP
	21
	all SiWRKYs members 

	Motif 3
	9.0e-523
	QGCP[AV][RKT]KQV[QE][RQ]
	11
	all SiWRKYs members 

	Motif 4
	4.90E-150
	VR[EQ]PR[FIV][AV][FV][QM]T[RKT]S[ED]VD
	15
	SiWRKY10,11,17,18,32,19,33,36,50,51,52,54,70,5,8,94,95,101,22,24,27,28,29,45,47,61,66,82,89

	Motif 5
	8.20E-133
	[LI][IK][KI][SQ]H[QP][PL][RL]L[QH][FY]D[DS][VS][QH][QH][LH][SQ][AP]TT[NQ]LA[QH][SN]LL[NS][ND]A[LM]RAL[HN]LAL[CS]VM[NK][PQ][QH][TP][SA]A[HA][CG]
	50
	SiWRKY 73,81,83,84,85,86,88

	Motif 6
	7.90E-109
	Q[RI]S[SY][RC][DN]N[NG][GH][TA][IG][SA][QA]M[GN][DN][AI][MK][IQ][RE]Q[EP][QP][GV]LLPPR[AL]E[VGI]S[TA][VL][FP][MF]DTMS[WC]EE[PT][FS]VLS[NS]
	50
	SiWRKY 73,81,83,84,85,86,88

	Motif 7
	6.50E-107
	[PS][AS][DE]DGY[NS]WRKYGQKQVKGS
	19
	SiWRKY 18,32,33,36,70,90,94,101,61,64,66, 82

	Motif 8
	1.90E-98
	SLDG[QH]ITEI[VI]YKG[AT]HNHP[KR]P[QP]NTRR
	25
	SiWRKY 18,32,33,36,70,94,101,61,64,66,82

	Motif 9
	1.20E-92
	GAE[SG]SSRS[NH][RM][PLT]HLFS[PR]S[AD]AAGDVG[GA]I[TM][SR]Q[QPR][KR][KR][GS]KRRR[AS]N[EA]ETS[WQR]VILT[ED]A
	50
	SiWRKY 83,84,85,86,88

	Motif 10
	2.30E-67
	E[NH]PRSYYKCT[HF]P[NS]CP[VT]KKKVE
	21
	SiWRKY 18,33,36,101,61, 66,82

	Motif 11
	3.20E-60
	HCSK[KR]RKN[RQ]V[KR][RK][VS][VI][CR][VI]P[AV]IS
	20
	SiWRKY 13,14,37,1,71,72,4,6,92,93,96,99,100,48,63,68

	Motif 12
	1.10E-38
	LSPNHAGY[HL][MT]TSTDDGASDFH[YC][EG]STDG[YT][IY]
	29
	SiWRKY 83,84,85,86

	Motif 13
	8.20E-38
	[QG][RQ]C[EK]LV[AQS]Q[LM]FQ[DNS]I[LF]DCSSK[AV]I[ST][EF]L[QE]L[GH][DH][NQ]
	29
	SiWRKY 2,75,76,79,21,87

	Motif 14
	2.40E-31
	A[LV][EKV][AEST]EL[RS][RE][VIM][GK]EE[NV]R[RQ]L[AE][EG][HM][LI]
	20
	SiWRKY 13,14,15,16,38,3,75,7,79,25,26,42,43,44,48

	Motif 15
	1.80E-27
	[SP][PY][FLV][TS][IV]P[PA]GLSP[AT][AET]LL[DE]SP[VG][LF]L
	21
	SiWRKY 17,18,33,36,70,101,61,66


