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Phylogenetic analysis of Gogglops ensifer.
Assessment of the morphology of G. ensifer led us to amend two codings of the characters used for it by Ortega-Hernández, Legg & Braddy (2013) in their phylogenetic analysis of aglaspidid relationships within Artiopoda.  These were:     

Character 31.  Visible ecdysial sutures.  Ortega-Hernández, Legg & Braddy (2013) coded this character as inapplicable (__); in the re-run herein of the phylogenetic analysis it was coded as present (1).   As indicated in section 3 of the main text (Biofacies and environmental setting, and species description), there is evidence that some of the specimens (Figs 5a, 6c, d) are moults as they appear to lack evidence of a doublure, which is clearly present on other specimens (Fig. 6o, p), thus suggesting the presence of a (marginal) suture.    

Character 32.  Position of ecdysial sutures.  Ortega-Hernández, Legg & Braddy (2013) coded this character as inapplicable (__), but in the re-run herein of the cladistics analysis it was coded as marginal (0).       

A re-run of the cladistic analysis of Ortega-Hernández, Legg & Braddy (2013) was performed (by Ortega-Hernández) with the two revised codings (Table S1, Nexus file).  The analysis was run in TNT (Goloboff, Farris & Nixon, 2008) under New Technology Search, using Driven Search with Sectorial Search, Ratchet, Drift, and Tree fusing options activated in standard settings (Goloboff, 1999; Nixon, 1999).  The analysis was set to find the minimum tree length 100 times. All characters were treated as unordered. 

As in Ortega-Hernández, Legg & Braddy (2013), in our initial analysis all characters were treated as equally weighted; and in a subsequent iteration a concavity value (k) of 3 was used to improve resolution of the topology.  The results of our two analyses can be seen respectively in Supplementary figures S1 and S2.  The changes in the topology due to our re-codings, in comparison with the Ortega-Hernández, Legg & Braddy (2013) results, are not major.  Both equal weights analyses resulted in a polytomy, albeit differently internally resolved, of the same 16 genera deemed to comprise Aglaspdida sensu lato (cf. Supplementary Figure S1 with Ortega-Hernández, Legg & Braddy, 2013, fig. 5).   The two concavity (k = 3) analyses both recovered the Aglaspidida sensu stricto clade comprising the same 11 genera (from Uarthrus to Aglaspis).  Ours, however, resulted in an unresolved trichotomy between Gogglops, Glypharthrus and Aglaspis (Supplementary Figure S2), whereas in Ortega-Hernández, Legg & Braddy (2013, fig. 6b) Gogglops was resolved as sister to Glypharthrus + Aglaspis.    

Table S1.  Character Matrix in Nexus file. 
Figure S1.  Strict consensus of all 365 most parsimonious trees, equal weights, Length 238 steps, CI = 0.445, RI = 0.750.  Bremer support values are given above the nodes, and jackknife support values (in italics) below the nodes. 
Figure S2.  Strict consensus of all 27 most parsimonious trees,
Implied weights, K=3, length 21.2 steps, CI = 0.440, RI = 0.744.  GC support values (in italics) are given below the nodes. 
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