
Appendix

MM Marker PrimerF PrimerR Size
Base
Position Group Amplified var ps

Cytological
Band Reference

DPSX2032 ataaaccgacatcaccgccatc acgagacctcctctttcgctca 192 1233389 XLgroup1a Yes Yes
30 DPSX054 atcaaccggtgaattagcagca agacggaggagcactttgtttgt 162 3780389 XLgroup1a Yes Yes

DPSX040 TGTGTTTGCCATT-
GAACACGC

AGTGTCTCTGAAC-
AATGACTTCGCA

161 4080698 XLgroup1a Yes

DPSX038 tgtggctcgtgtcagtgattttc aatggcactgcagcagcaac 106 4183355 XLgroup1a Yes
18 DPSX033 cccatccgtttgaatgctaaatt atacttggtggcggccctt 157 4755609 XLgroup1a Yes Yes

DPSX005 acggcaacggtacttgaatc gttttgattccaggcgtgat 250 5047467 XLgroup1a Yes Yes
DPSX004 aagtacttcattttgtcttgg cgtgcgcgcttataattctt 100 5661690 XLgroup1a Yes Yes 13 Anderson pers. comm.
DPSX032 tcgaattcgtagagcgggtgtt atctcagctggcgactgttgtagt 130 6152413 XLgroup1a Yes
DPSX059 tgaaagttgagctcacgcac cggatcttcgatgaacaaca 121 6322051 XLgroup1a Yes
DPSX039 aatgctcgaatgctgtttcgg caagagctctctcgtagcgaaaatt 167 6479227 XLgroup1a Yes

31 DPSX055 aacgatggtggcgaggctta ggatcaattgtgcccactctttt 112 6670913 XLgroup1a Yes Yes
DPSX041 aatctgagccgtagagaatgaccaa aaatgcccgcaaacgagct 245 6762471 XLgroup1a Weak
DPSX028 catggtcccctcgttgtttga acacacatacacaggcacggg 176 7060113 XLgroup1a Yes

8 DPSX008 ccacagcgtagtgagcagat tttccttctgtgtgttggca 150 7482817 XLgroup1a Yes Yes 15 Machado et al. (2002)
DPSX045 caatggaacgacagcggatg ttctcacacctttggagttcctgt 128 8987661 XLg roup1a Yes

17 DPSX031 gctcaaggactcgttagcgtagaa acaagccagcaatacaggaagtca 158 1261285 XLgroup1e Yes Yes
DPSX003 gcctacagtgagagctgcct tggggagtggacttatctcg 200 5473298 XLgroup1e Yes Yes
DPSX060 tgagtgtgtgccacagtgtt gtagtcgttgtcgctgcc 119 5861918 XLgroup1e Yes

32 DPSX056 gattgctcgttttatgaatgccac atcggtaggcgatcgatctattg 127 5875602 XLgroup1e Yes Yes
11 DPSX022 gccaaagttgaagggtccaga tgctgcactccgttcgataac 146 6536519 XLgroup1e Yes Yes
19 DPSX034 aggagatgcactcggtactcgg ggactgagcaaacaaatgctcgta 129 8055993 XLgroup1e Yes Yes

runt ccctgccacaagtaacaagc agacaaaaggggcaggtatc 200 9164905 XLgroup1e Yes Yes
20 DPSX035 tggaattgtggcttgcagtca aaagccaagccaaagccaag 116 9645269 XLgroup1e Yes Yes

DPSX001 gaatctctctcctgttgcgg ccacactcgctttcccata 200 10640651 X Lgroup1e Yes Yes 10–11 Anderson pers. comm.
5 DPSX002 attcttgtcgctctgttggc tcagctgcgtaacaatctgg 150 10886336 XLgroup1e Yes Yes
24 DPSX046 aaatcgcagcggcattgac aaatgcagagcaagtacacgcatc 119 12316097 XLgroup1e Yes Yes

perMicro2 gctcctttttcggttgt gactgccgttagagatagacctgatgac 190 429964 XLgroup1e Yes
perMicro gggaccttgtctgaggtttctc ggggacttggttaacaatatggaaacg 153 518240 XLgroup1e Yes

12 DPSX023 ccatgtggacgctttctagca agagagaaggcaaacggagca 135 2508535 XLgroup3a Yes Yes

29 DPSX052 aaaaccccgacactaagccatct gcggcgtatgcgcaataatt 130 1185942 XRgroup3a Yes Yes
DPSX010 aaaaggccttattgtagttg agagattctcacccaccatg 100 125180 XRgroup5 Yes Yes 39 Machado et al. (2002)

9 DPSX017 gccatgcacgatactttcaa ctcgcatcggtttattggaa 138 218395 XRgroup6 Yes Yes
6 DPSX006 agccagctctgtggtctgtt aaaacggtttcattgttgcc 200 531694 XRgroup6 Yes Yes

DPSX015 cgaggcgaagttgaatcaaa cagctcaatgccaatcaatg 117 686120 XRgroup6 Yes
DPSX070 cctggatttgctaaaggtaagcga gcgagtcaaaatctcagactggc 127 998690 XRgroup6 Yes

26 E74A agagacagctcctgctcctg actcgggccgattttagttt 200 2263129 XRgroup6 Yes Yes
21 DPSX036 gtgataactcgaaatttgggcca gcatgaaagagccaagttgacaa 125 4293648 XRgroup6 Yes Yes

DPSX_5946b TCCCCTTCGATTAA-
GAGCCAGC

GCAATGAACCATGC-
AGGACAATTTTGC

95 4449825 XRgroup6 Yes
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DPSX_5946e CGCCTTGGAAGC-
TTTTCTCCC

GACGTACAATATTTTTAACGT-
AAGTAGTGTTGAATCTTCG

169 4458705 XRgroup6 Yes

DPSX_5946d CCTGGGCAACCGC-
TTTGATTAAC

AAGTTGCCAGTGGG-
TCTGC

136 4549186 XRgroup6 Yes

DPSX018 aaagcacacagggaattgtct ttgtttggcctcctcttcact 100 4656375 XRgroup6 Yes
DPSX009 tcaggaaaagaacagcagca cgccacagcaaatcaactta 250 4925036 XRgroup6 Yes Yes 21 Machado et al. (2002)
DPSX_5946a CCCCACAGTCAG-

TGAATCAAC
GCGTAGTGGATTT-
GTTTGCCTCC

122 5165398 XRgroup6 Yes

23 DPSX043 aaatcagcgcctaccctcgtt gagctgccaactattttgcatcc 142 5821217 XRgroup6 Yes Yes
4 DPSX014 atgtgtatctgtgcatgtgca actccacacccaaggaacaat 118 6220490 XRgroup6 Yes Yes
14 DPSX024 tttgtgaggcagcagcagc ttcgtcctccatcctcattcg 199 1150746 XRgroup8 Yes Yes
16 DPSX030 gctaacacacactcgcgcaca tgcacactgtgatggccaaat 130 2746654 XRgroup8 Yes Yes
1 DPSX011 tgtgtattagtgtgcgcctgt tcggcttaaaaaacctgcaa 155 3174850 XRgroup8 Yes Yes
2 DPSX012 tatgtccctgtgtgcgtgtgt acagcacttgcttttgctga 112 3210088 XRgroup8 Yes Yes

DPSX058 tatcgcgggcagtcgtttagt cctgcaacgaattgatctcaagtg 174 4410430 XRgroup8 Yes
DPSX044 gatgactcaaccacagctcatgaa cacctgcatgcatttcttgtttc 162 4489240 XRgroup8 Yes
DPSX061 cgccaattaatttggtggaa gaattgcgatctgtgaaggtc 100 4662793 XRgroup8 Yes
DPSX025 tctgatgtcgccaccaaccat aaacactaagcgccgcttttc 123 5016288 XRgroup8 Yes

22 DPSX037N acgagaatggtagaaggaggaatcc aaaggcctgatgctcctggtt 143 5029631 XRgroup8 Yes Yes
DPSX049 actgcgggatgactatagcatcaa taaagtgcaagtcgcgctgc 154 6060414 XRgroup8 Yes
DPSX021A tccttggtgcagatgctcatg aacagcaggcatacaccaggc 195 6531440 XRgroup8 Yes Yes
DPSX021A2 tccttggtgcagatgctcatg aacagcaggcatacaccaggc 195 6531440 XRgroup8 Yes Yes
DPSX021A4 ccgagcctttacagatgaactttatg ccctgttggtagcttactgttaatttc 127 6537320 XRgroup8 Yes Yes
DPSX021A1 gaaatcgacaaatcgctgactga gccatatgagagcgttcgttca 169 6926410 XRgroup8 Yes Yes
DPSX021A3 gaacctgagcggattcgaaaatt caagatcaacttgttgcggacaa 165 6930822 XRgroup8 Yes Yes
DPSX021A5 ctctccagcatttacagagtcatgtt ccgagcaacagcatagttgtgtagat 128 7005909 XRgroup8 Yes
DPSX021A6 agcagccgcagacactcagat gcaaacgcttagccaaacgg 101 7170738 XRgroup8 Yes

10 DPSX021 gaaattaattcacattctctggcg aatgagctcgacaattccgc 136 7481819 XRgroup8 Yes Yes
DPSX021B2 gagctaagccgatttcctccct tgccaacaacagacagccga 180 7679506 XRgroup8 Yes Yes
DPSX021B1 cccatattaaaggtaattgattgcc tccaagacgtgtctacagtcgaaa 152 7951753 XRgroup8 Yes Yes
DPSX019 gccctcacaaaaggagtgaaa atccctcggtcgacatcttt 105 7975755 XRgroup8 Yes
DPSX016 aagcagcacgacgagagcat atgaaccccaactctcagtca 89 8240487 XRgroup8 Yes
DPSX050 acacaccgaagtggaactggaagt tgcatccaccatccaccattt 106 8462706 XRgroup8 Yes
DPSX062 cagagacagccccaaagaga ttagtggcacaaacagacgg 106 8665923 XRgroup8 Yes

3 DPSX013 tccgcaaagtactcggcttat ttttgtccgtgtgcctgc 120 955867 XRgroup9 Yes Yes
25 DPSX047 cgcaaattgctgtccattcagt caaagttatgtggcttggcagttg 111 2756260 XRgroup9 Yes Yes
15 DPSX029 actgtgtgcctgggtgaacct gcccagctgagctttcagctt 132 3247169 XRgroup9 Yes Yes
7 DPSX007 cactcgaggttattgaacgg aatctatggcgggttctaag 150 4162734 XRgroup9 Yes Yes
28 DPSX048 ggaaatgattcagctgctggg ccgagctaatcaaattaccagacg 121 4641714 XRgroup9 Yes Yes

DPSX063 gctctgctctggacagcc tgcgttgcctgataaaacct 100 5893999 XRgroup9 Yes
DPSX051 acggcgacaccttggtttg atctgcatctctgtgctcgcat 182 6259524 XRgroup9 Yes
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Appendix (Cont.)

MM Marker PrimerF PrimerR Size
Base
Position Amplified

var
ps

var
per

var
ps/per Band Reference Notes

DPS2005 attgattggggctacgtgtc gctaacccaatgatgaggga 200 1323747 Yes Yes
17 DPS2028 tcagcctccgcttcgattg cgcctacctcgtacctatacagcat 166 1515879 Yes Yes

DPS2020 cagaaagagccggtgaggtg catgtcgccagctctagcaca 191 1814337 Yes
8 DPS2014 cccgtaccacccataggatattc ctcgcgctgtcaattggttaat 161 2938447 Yes Yes Yes
16 DPS2027 agctgctgcgaatttggctc gtgtttcgtctagcgaacttctgg 182 3690753 Yes Yes

mlc caacagaatgttgccaacagc acgcctttgggatctcgaac 100 3801326 Yes Yes 59/60
border

Hamblin and
Aquadro (1999)

Clone102 gcgcattatttgcaggcggc ttcaaatgaactcacatccacccac 458 4176262 Yes Yes seq
polymorphism

7 DPS2017 acctcgcttaccattttcctcca gggaaatttgtgcagcttgtga 133 4751214 Yes Yes Yes
DPS2001 caaagacagagccaaagcct tgggcattaaagtgcaatca 200 4807929 Yes Yes
DPS2034 cgtgtcagccaaatggcgt caaagctttcgtgcaatgcttc 112 5910119 Yes
DPS2007 tgcggagagagtttgtgaga gaactacagccagcgagagg 200 6043988 Yes Yes

11 DPS2019 ggacaggccacgttgaaatgt ttcaggggttgagggttgcta 193 6637997 Yes Yes Yes
DPS2030 cgtggtgtgccacaagcaa agaatggaaatcggagattgcag 113 7703683 Yes Yes
DPS2002 acatccgcatccacatacg cgtcctgccaaagtgtttct 150 8068766 Yes Yes Yes
DPS2033 ggcatcaggtgcacatctttaattc cacgtacgccacgcgtttt 157 8327181 Weak Yes
DPS2_2803a ggtaacccgaggtcagcgtc caatccattcaatcggaggcaaacactac 113 8551736 Yes Yes
DPS2_1109a cggaatgggacagagattgaagcc tttctccaagtcacgctctcaaagtatcc 124 9192395 Yes
DPS2_1109i tgtcagccatcgtgggcatc caacagcgtctaacgcttgtaattggc 120 9310915 Yes Yes

9 DPS2018 aggccaagcagcacagcaat agaggcaggaaggatatacacaagc 145 9313692 Yes Yes
DPS2_1109b ccaactgacattgcgtaatgatgatgc cctggttggtttaatgagctggc 114 9392931 Yes
DPS2_1109j cccatcgtatcccttgatgaaaaccc gagcaacaacagcagccagagatac 201 9471723 Yes
DPS2_1109k tgcattcatttccattcacccgc gacaaattttccgctctgccacc 124 9511535 Yes Yes
DPS2_1109g cctgccacacccaaagaaaagag gtacacgcacggcaatcatcc 95 9519356 Yes
DPS2_1109L aatccaccaaatttgtctctcgtacacac cttgtgtgtggcacgtgtgtc 114 9524120 Yes Yes
DPS2_1109m cggctaacacagagcctgc cgctttcaacgcccaaaaatcaac 105 9561213 Yes Yes
DPS2_1109n ctgctgatatcagcagtaagaacgttctg ggcattaggcagcgtcgac 97 9622102 Yes
DPS2_1109h gctgcctgacatggatagacgc ccactcgctcattcccttgtagc 106 9737365 Yes Yes
DPS2_1109f cggcagccgcaaaaaacc atgtccgctcctgcaacc 122 9761408 Yes Yes
Clone114 tttatgcgcttggaaattgaggtc ggcagagcggcacttcagc 151 10230844 Yes Yes
DPS2026 cagactcttactacgagcacggaga gcaaatatccttgaagcagatgca 144 10287490 Yes Yes Yes

15 DPS2026 cagactcttactacgagcacggaga gcaaatatccttgaagcagatgca 144 10287490 Yes Yes
5 DPS2011 acttgtctgcagctgtcagacaga aattgcactttgcgctgatg 121 12243695 Yes Yes

DPS2_138b ggctcgtaaataaacatccagaggaacc gtatttgtcacgtctttgtggtggc 163 16276347 Yes Yes
13 DPS2022 ggcgcaaggtccttttttgt tcccgataccgacgaaacatt 138 16496624 Yes Yes

DPS2_138a gcacattgatgatgagctccatcc ttcaccctaggccacataaatctcac 124 16660525 Yes Yes
DPS2_138c cagaaacgaattgaaaatcgcacatgcac gctctctttcactcactatgtgcgtc 80 16834932 Yes Yes
DPS2_138d cgatacgaagagcataatggcataagctc ctggtgctgtcgtttcatgtttaagtttc 128 16971893 Yes
DPS2_3447c caactcttcttcgttaagccacaagc ccgtttgtggttttcctggcattac 252 17166960 Yes Yes RFLP
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DPS2_3447a accagactccataattcgctacgtattttc tctctaggtgcgtgtttatttagtgtcaatttac 162 17301481 Yes Yes
12 DPS2021 tgaaatgggaaaacggcatc ggcatcggaaacaacaccttc 177 17375999 Yes Yes

DPS2_3447b atcgtgctacggtggttgtcc ctcccttacatgggtaacctttatctgc 135 17611247 Yes Yes
14 DPS2024 gtgtccaaatcccacgcagat atgctccaaatggccgatg 174 18409605 Yes Yes Yes
4 DPS2012 gtatgtgttgtgcagctttggc agtgcgcgtgtagaactctgtg 111 19119203 Yes Yes

Clone222 aggaatggctaaggtacgttcc aaagcggcgtttgtctgc 190 19155326 Yes Yes
1 bcd ccaggctcagggccagcgcc gcatctgatgcggcacgtgg 200 19738796 Yes Yes Yes 50 Hamblin and

Aquadro (1999)
18 DPS2031 tgttgacaatttggcgataccc gctgcctcatttgcattggtt 110 21600547 Yes Yes Yes

DPS2006 tttatcatgtgcccgagtga tcgctttaactcgtttcgct 200 23837506 Yes Yes
DPS2_6581b cgttctacttcttgagtggagcaacatc ggtcatgtggcatgtgtaggc 134 25288487 Yes Yes

6 DPS2015 gccacgttctacttcttgagtgga ggcgctcgttgagttacgttg 168 25288491 Yes Yes
DPS2_6581a ctagagagaaaaggagaccgcgac gcttgtcatcaacatcgttatattgttacggc 126 25293817 Yes Yes
DPS2_6581c cctgcagagggaatgcacgatac cggcatcttatcacaccatcgcc 123 25310883 Yes Yes
rh1 ggcaaccaccagcgaggccg gcttttagatattggaggcaag 200 26204786 Yes Yes 45 Hamblin and

Aquadro (1999)
2 gld ttcacacccctgagcacaag gtcttcattgctgccgttgc 150 26400179 Yes Yes Yes 45 Hamblin and

Aquadro (1999)
DPS2_534L aattataccggcaccaccagcc aaaggatgaaccttcctccaggtgtac 121 27414933 Yes
DPS2_534k ctgtaagccatattttaatggcattccacac cctgccgtctactgtaactgtatctc 136 27423302 Yes
DPS2_534g ccgtagaacgtgccacacg agaccaatgcgccatgtgc 170 27430958 Yes
DPS2_534j acgaagcggaaaagcagaatgc ggtccgtttagttttccacaatctctcc 109 27437456 Yes Yes
DPS2_534i cagtcactcttccactcatttactggc cgttaagcgcgtgtatatctgtcgc 91 27562446 Yes
DPS2_534d tttcttcaaacgaacgtttcctcgtcc gggtaaagcagctgccacc 131 27622724 Yes
DPS2_534f caattttgcattcacatagcaacactaggac gtgttcggcaggaaaacggaaac 113 27632462 Yes
DPS2_534e gtcttgtcattcaattgttttcgactgtgtc ggttagcgactggttggtgc 128 27686343 Yes
DPS2_534h ggtgcatgccaccagatgc gtcacacgcggttcagatctgc 108 27754033 Yes
DPS2_534b ccgcacatgtcataaagaatgatgacg cgaattaacttcaaacaggcgtgaataatgc 213 27760879 Yes
DPS2_534 ctcattcaaagcttcggctttccac gcacatgaatattcccggagacc 185 27776701 Yes
DPS2_534c tcgtcatcaagtattatgctgatccttgc agccttctgtttaaactctgaactcgaaag 113 27800094 Yes
DPS2035 ccattccacagggcaaaacaa gttgcctgtctacttgcactctgtc 86 27807745 Yes
trop1 gattaccttgttcttatgtggc cgagattgatgatatttggcag 200 27988789 Yes Yes 43/44

border
Hamblin and
Aquadro (1999)

DPS2_3773 ccactgctgttcatagtccgaaaatgc gctgccagttagttagcaattgcaac 228 28091131 Yes
DPS2_2395 ccaaagccaacttttcagttgccaac tatgtgtgatttatggatttaaaactgtat-

acttaatatgccc
157 28297253 Yes

DPS2_2395d catgctacttacaacagccaaagagcc caaaacgtggcatcgccaagag 133 28324873 Yes
DPS2_2395b cctcacgagtgtatccgcacttc gtttgagacgaacgggagatgctc 115 28331598 Yes Yes
DPS2_2395c gaactggaaaattgcatggccacc catgccacacagtgagtggc 103 28405513 Yes Yes
DPS2004 ggtacccaaagccaatctca acgtcctgttgaaagccact 200 28605643 Yes Yes
DPS2003 catttcaagcagaagacgca cctcgggtattatttcgggt 200 29200493 Yes Yes Yes 43 Hamblin and

Aquadro (1999)
10 DPS2016 gctgaatcgcgtttttggcatc atgatttcacgaaggtggg 250 29486344 Yes Yes

DPS2_1193 cactctggcatgcatataggccac ctgcagttttttgtggcagtggc 161 30011088 Yes Yes
DPS2_1206 gggcggttgctgatgcttttc aagccaacaatttgccatgctcc 176 30691936 Yes
DPS2_1206e ttttgccattttattgaaggctgcatctg acgaaagaccgtaaaggaaaggcac 132 30694200 Yes Yes
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Appendix (Cont.)

Marker PrimerF PrimerR Size Base Position var ps

DPS3005 ggtccagaataaatgcccaa aactgcattgccaaacacaa 250 486100 Yes
DPS3020 aagccaagccagaccgacaa ccaaaccggttaggttaggcatt 130 1911592
Engrailed ccttctccagcgagcaat tgtaaatattttggtgcaaatatga 150 4578724 Yes
DPS3021 ggcaaaagtgtatctaattgctcga ctacttgtcagagccatacatcagct 123 5718814 Yes
DPS3027 tggctgatgagcaaaacatgtgt tgcagcattagacagactcagcg 126 9137579
DPS3007 ttaagcagatgggggatgag tttgcaagggcactaaaagc 200 9160253 Yes
DPS3001 gggaaaccataagaaaatgcc gtacatgaatcggctacggg 150 9228999 Yes
DPS3022 gttggtcgaaaaccctcatcaatt gcatggacatccctatccatttgt 133 9339990
DPS3002 gagtccccaaaatccgaaac cccacaacggacagaaaaat 300 10101069 Yes
DPS3008 ggatgattgaagggctgaca ttgataaattgccccacaca 200 10108455 Yes
DPS3003 ggcccgaaaataaaacaaca ctgcactctctttccccctt 250 10754217 Yes
DPS3028 tctttaagtggcatacttccatcca gcttaccacatgccaaaccaga 130 12904806
DPS3006 caagtacggcaaggatttgg tgttgcctacacatttccca 150 15411721 Yes
DPS3029 gaaacagtggctctggctttgg ttccagcagagctgtgtgcct 133 15573762
DPS3023 gaacatgagcgagccactgctat tgttatacgatcgcgacgtttca 142 16489121
DPS3024 gtgcctgtgtgagtgagagcgt ttccatgtgcctttggctttg 142 18174816 Yes
DPS3004 tgaacgtggtgggtgtagaa gtgacaaagaggaggtccca 250 18276909 Yes
DPS3025 gtgagtgtgccagggcttgaa ctcgttgagccgatttccatg 141 19052675 Yes
DPS3026 atttcataccgttccagggcg ccgttgatgcagcgctatttt 135 19284460
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Appendix (Cont.)

Marker PrimerF PrimerR Size
Base
Position Group Amplified

var
ps

DPS4032 aataacccgatgtcaaagagcagc taaacttgacgaaaggtgtgagcg 151 36882 4group1 Yes Yes
DPS4020 actgccttgaaccactctccg cttgtgcctgtgtgtccgataag 139 446923 4group1 Yes
DPS4028 aaaacgactcacgagcaaag gagcgctttagcatagggtc 112 798839 4group1 Yes Adh is between

DPS4028 and
DPS4033

DPS4033 cctgcatttgtccgttcttcatt cagtgtcagagttccagagagcca 130 5068665 4group1 Yes Yes
DPS4029 ttggaaggtattttcgtacagag gctcacttctacggggtttc 127 5100679 4group1 Yes
DPS4035 agttctccgctgtgttgctggt ttccgagtgtgccagtatgtgagt 113 397540 4group2 Yes
DPS4022 ttttgcgcgatagcactttgg gccgctgcttgactattatattgc 147 444102 4group2 Yes Yes
DPS4_1859 GTGTGCATGTAATAT-

CCAACGTGCTTAAC
cagttgatgacgttagtggttcgattg 174 843054 4group2 Yes

DPS4023 tcagcacactgctcggcaa tgctcgcagacaaatggaaaa 123 75905 4group3 Yes Yes
DPS4024 tctcagtgcagagaccacctcc aatacacaatagcggcagcaaca 116 575505 4group3 Yes Yes
DPS4025 ggacacgacacgcaaactcataa gttgtaaatgtggcgtgggagtat 135 11526277 4group3 Yes Yes
DPS4002 taccgtatgcaacccagctt cggaatgcactctgctgata 100 11633818 4group3 Yes Yes

DPS4026 actgaacgaggcagattgtgtttg atttggtcaggcagtgcactctt 128 6306 4group4 Yes
DPS4030b tcaaatctgaagcaaacgaaa-

cgaacatc
acggaattacttttagtgctcgctctc 124 26275 4group4 Yes

DPS4030 tgaactttcattgagcttctgc agcggaatgtactcaccgag 146 31571 4group4 Yes Yes
DPS4001 gtctgctgcgattaaaagcc cggcaggcggtataaaaata 300 208643 4group4 Yes Yes
dpp ctgatgttgcagagcacgat tctttctttttcctcgtcgc 150 1725990 4group4 Yes Yes
DPS4_7059 TTAGAAGTGTGGCGA-

GTGGGC
gctggaa cggctttaaccctag 134 6389366 4group4 Yes

DPS4031 cagcaggcgaatgatttcta gcatggtgattgtacagcga 122 1458056 4group5 Yes

DPS4034A2 tccttcaaccattcactctacgct tgccacagtttgactgcggt 187 1528965 4group5 Yes Yes
DPS4034A4 agcggaagtgcagttgtgtgg gtggcaagacaatggcagca 90 1682376 4group5 Yes Yes
DPS4034A8 GTGCCTCGTACATAA-

ACAACAAGAGTG
AGCATTGACAGTTTC-
GACTGAGTGA

161 1838438 4group5 Yes Yes

DPS4003 ttctgtccgctgcagccctc tatcaagccatcttctgcac 250 2124275 4group5 Yes Yes
DPS4034 gccacgaatcccaagtcttaacat ggtaaggtgcgacgaggcttact 129 2327464 4group5 Yes Yes
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Appendix (Cont.)

Marker PrimerF PrimerR Size
Base
Position Group Amplified var ps

eyeless ACTTCACAGGTTGTA-
CAGTAATGTGTACC

GTAGGTCGAGGC-
TATGAGGTCG

155 657541 5Group-
MISC

Yes Yes digest with HinfI
and visualize on
acrylamide
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