Supplementary figure legends
Figure S1. S. frugiperda COI gene PCR product restriction site (only rice-strain). 
Figure S2. Typing identification based on e4183 site of S. frugiperda Tpi gene. 

Figure S3. Estimation of ∆K in the S. frugiperda populations. K, the number of populations. (a) The ∆K of 10 S. frugiperda populations collected in 2019. (b) The ∆K of 16 S. frugiperda populations collected in 2019 and 2020.  
Figure S4. Scatter plots of genetic distance vs. Geographical distance for pairwise population comparisons of S. frugiperda. (a) The scatter plot of genetic distance vs. Geographical distance for pairwise population comparisons of S. frugiperda in 2019 (R2=0.5718, P=0.8973; 10000 permutations). (b) The scatter plot of genetic distance vs. Geographical distance for pairwise population comparisons of S. frugiperda combining 2019 and 2020 (R2=0.2467, P=0.7517; 10000 permutations).
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