Table S3 Result of the transcriptome assembly performed with Trinity

	Type
	Resource

	Total transcripts number
	58822

	Total unigenes number
	42692

	Total sequence base
	63220781

	Largest
	31666

	Smallest
	201

	Average length
	1075

	N50
	1764

	E90N50
	2004

	Mean mapped reads
	9605.184252


