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Supplementary Figure 2. Functional categorization of the proteins identified in non-
diapausing (S2ND and S4ND), diapausing (S2D) and post-diapausing (S4PD) eggs of
Mahanarva spectabilis. The colors are associated with specific signatures in the KOG
categories as detailed in the four boxes at right. Numbers above the bars represent the number

of proteins found for each KOG category.



