	Species
	Number of amino acid
	GenBank number
	Identity (%)

	Microplitis mediator
	723
	ABV55506.1
	86.48

	Microplitis demolitor
	723
	XP 008551765.1
	86.76

	Cotesia chilonis
	721
	AJZ68818.1
	87.29

	Fopius arisanus
	717
	XP 011310275.1
	86.52

	Diachasma alloeum
	718
	XP 015111241.1
	86.38

	Athalia rosae
	720
	XP 012250991.1
	84.25

	Neodiprion lecontei
	719
	XP 015517946.1
	83.84

	Orussus abietinus
	718
	XP 012270106.1
	84.94

	Megachile rotundata
	718
	XP 003707899.1
	85.08

	Apis florea
	717
	XP 003694932.1
	83.29

	Apis cerana cerana
	717
	PBC31037
	83.70

	Apis cerana
	717
	XP 016904556.1
	83.56

	Tenebrio molitor
	721
	AFN02497.1
	84.55

	Aethina tumida
	715
	XP 019874942.1
	85.10

	Monochamus alternatus
	717
	AMX23518.1
	83.86

	Anoplophora glabripennis
	717
	XP 018579855.1
	83.86

	Leptinotarsa decemlineata
	719
	XP 023016740.1
	83.31

	Leptinotarsa decemlineata
	719
	AHB18587.1
	83.17

	Halyomorpha halys
	723
	XP 014284945.1
	85.40

	Empoasca onukii
	723
	AIM18803.1
	86.23

	Graminella nigrifrons
	723
	AIY24626.1
	87.03

	Nilaparvata lugens
	730
	XP 022202749.1
	84.58

	Laodelphax striatella
	729
	AHB63833.1
	84.51

	Oxya chinensis
	724
	AFN08644.1
	84.41

	Paratlanticus ussuriensis
	727
	AFP54306.1
	86.16

	Gryllus firmus
	723
	ADK64952.1
	86.48

	Cryptotermes_secundus
	727
	XP 023720867.1
	86.42

	Zootermopsis_nevadensis
	726
	XP 021934936.1
	85.87

	Neodiprion lecontei
	723
	XP 015509139.1
	86.93

	Athalia rosae
	723
	XP 012258880.1
	86.23

	Nasonia vitripennis
	721
	XP 016845773.1
	86.78

	Quadrastichus erythrinae
	721
	AFC 76152.1
	85.50

	Dufourea novaeangliae
	722
	XP 015434525.1
	86.21

	Apis mellifera
	724
	NP 001153536.1
	86.09

	Bombus terrestris
	725
	XP 003396897.1
	85.95

	Linepithema humile
	723
	XP 012230927.1
	87.33

	Linepithema humile
	723
	XP 012218219.1
	86.78

	Dinoponera quadriceps
	725
	XP 014479982.1
	87.33

	Harpegnathos saltator
	725
	XP 011154034
	87.05

	Trachymyrmex zeteki
	724
	XP 018309769.1
	87.47

	Cyphomyrmex costatus
	809
	KYM96601.1
	84.47

	Rhipicephalus pulchellus
	729
	AUV47082.1
	81.58

	Scylla paramamosain
	721
	AEA42008.1
	82.48

	Eriocheir sinensis
	718
	ADE60732.1
	83.84
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