Table S2 The information on predicted tertiary structure of MaltHSP70s and MaltHSC70s
	Gene name
	Template name
	PDB.no
	Identity
	GMQE
	QMEAN
	Method

	MaltHSP70-1
	78kDa glucose-regulated protein
	5e84.1.A
	63.53%
	0.80
	0.33
	X-ray

	MaltHSP70-2
	Heat shock cognate 71 kDa protein
	1yuw.1.A
	79.02
	0.79
	-1.53

	X-ray

	MaltHSP70-3
	Heat shock protein homolog SSE1
	3c7n.1.A
	38.79
	0.60
	-1.84
	X-ray

	MaltHSC70-1
	Heat shock cognate 71 kDa protein
	1yuw.1.A
	68.01
	0.75

	-1.32
	X-ray

	MaltHSC70-2
	Heat shock cognate 71 kDa protein
	1yuw.1.A

	88.77%

	0.80
	-1.24
	X-ray

	MaltHSC70-3
	Heat shock protein 70
	2kho.1.A
	62.44%
	0.75
	-0.99
	NMR


