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	Supp. Table S1. The BAPS results of Cx. p. pipiens sample admixture analyses in the Vojvodina Province and transregionally using COI mtDNA and ITS2 rDNA loci. The numbers indicate the portion of each sample’s individuals belonging to certain genetic clusters.

	
	K1
	K2
	K3
	K4
	K5

	COI mtDNA
	
	
	
	
	

	       Vojvodina sample
	
	
	
	
	

	SII
	0.69
	0.25
	0.06
	0.00
	-

	SIII
	0.70
	0.20
	0.00
	0.10
	-

	       Transregional sample
	
	
	
	
	

	molestus
	0.22
	0.58
	0.20
	0.00
	0.00

	SII
	0.94
	0.00
	0.00
	0.06
	0.00

	SIII
	0.90
	0.00
	0.00
	0.00
	0.10

	pipiens
	0.78
	0.19
	0.00
	0.03
	0.00

	ITS2 rDNA
	
	
	
	
	

	       Vojvodina sample
	
	
	
	
	

	SII
	0.67
	0.00
	0.33
	-
	-

	SIII
	0.00
	0.78
	0.22
	-
	-

	       Transregional sample
	
	
	
	
	

	molestus
	0.29
	0.20
	0.30
	0.21
	0.00

	SII
	0.00
	0.00
	0.33
	0.67
	0.00

	SIII
	0.10
	0.23
	0.45
	0.22
	0.00

	pipiens
	0.00
	0.47
	0.20
	0.25
	0.09


