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Supplementary Table S1
Table S1. The 11 candidate reference genes RT-qPCR Ct values for different experiment stresses in N. barkeri.

	
	Avermectin
	Fenpropathrin
	Chlorpyrifos
	Temperature
	UV irradiation
	Prey
	Mites

	EF1α
	17.25±2.98
	18.43±1.63
	17.82±3.89
	20.05±3.63
	16.82±1.21
	23.86±0.92
	22.64±5.92

	RNAPⅡ
	26.05±5.71
	25.01±4.31
	27.46±3.52
	24.53±9.00
	28.23±6.00
	24.29±4.11
	21.93±3.63

	β-ACT
	19.60±2.79
	21.26±2.96
	20.33±4.72
	21.78±3.52
	17.90±1.11
	26.06±0.24
	20.85±3.42

	α-TUB
	24.03±5.72
	23.66±3.60
	21.79±2.64
	25.89±7.63
	26.56±3.00
	17.05±0.65
	17.11±3.84

	28S rRNA
	25.38±5.03
	21.52±1.53
	26.04±6.32
	24.22±8.73
	22.92±1.74
	28.89±0.79
	20.11±4.48

	Hsp90
	22.70±4.53
	22.57±2.66
	23.65±4.70
	20.32±2.98
	18.18±1.17
	34.67±0.94
	24.46±4.03

	Hsp70
	23.46±3.63
	24.00±2.32
	25.72±4.02
	14.30±2.98
	21.01±4.12
	31.88±0.71
	26.74±3.90

	Hsp60
	24.97±4.10
	24.67±3.79
	25.63±4.06
	20.64±1.77
	23.98±1.50
	35.40±0.96
	27.29±3.99

	Hsp40
	25.17±2.70
	23.90±3.14
	26.44±5.29
	23.51±4.48
	29.27±5.98
	33.34±0.91
	27.41±3.78

	GAPDH
	22.53±4.33
	22.59±2.43
	24.46±4.77
	21.38±2.36
	22.95±4.64
	30.36±0.86
	28.03±5.82

	UBC
	25.44±4.78
	26.98±2.07
	26.66±2.84
	21.01±1.65
	24.56±1.45
	31.46±1.33
	25.13±4.04



