

Supplementary Table 1. Information of reference sequences from the NCBI database

	Species name
	No. sequence
	NCBI No.

	A. argrimoniae
	1
	GQ904080

	A. commensalis
	1
	FJ965689

	A. clerodendri
	1
	GQ904081

	A. craccivora
	5
	EU701310-EU701313, GQ904082

	A. crinosa
	1
	GQ904083

	A. egomae
	1
	GQ904084

	A. fabae fabae
	2
	EU701324-EU701325

	A. fabae solanella
	15
	EU701322, EU701326, EU701493-EU701495, and GQ904085

	A. farinosa
	1
	GQ904086

	A. frangulae
	4
	EU930139-EU930142

	A. glycines
	11
	GQ904088- GQ904095, EU701334-EU701336

	A. gossypii
	22
	GQ904096-GQ904100,  AB506730,  AB506731,  AB506732,  EU701347,

	
	
	EU701350,  EU701352,  EU701359,  EU701370,  EU701371,  EU701377,

	
	
	EU701381, EU701382, EU701387, EU701390, EU701401, EU701402, and

	
	
	EU701418

	A. hederae
	1
	GQ904101

	A. horii
	1
	GQ904102

	A. hypericiphaga
	1
	GQ9041039

	A. ichigo
	1
	GQ904104

	A. ichigocola
	1
	GQ904105

	A. kurosawai
	1
	GQ904106

	A. middletonii
	9
	EU701449-EU701457

	A. nasturtii
	6
	HQ528256; EU701459-EU701463

	A. neospiraeae
	1
	GQ904107

	A. nerii
	1
	GQ904108

	A. newtoni
	1
	GQ904109

	A. oenotherae
	1
	GQ904116

	A. rumicis
	1
	GQ904110

	A. sanguisorbicola
	1
	GQ904111

	A. sedi
	1
	GQ904112

	A. spiraecola
	3
	EU701493-EU701495

	A. sumire
	1
	GQ904114

	A. taraxacicola
	1
	GQ904115

	A. sp. ex Rhamnus
	1
	EU701485


   A. sp.1 ex. Rhamnus
6
GQ904135-GQ904140 

Supplementary Table 2. Result of Multivariate one-way ANOVA & post hoc Tukey for morphological characters of the three species; A. rhamnicola sp. nov. (n=20), A. gossypii (n=20) and A. glycines (n=16)

Characters


Multivariate one-way ANOVA
P-value
Tukey HSD


A. sp.1 vs A. glycines
A. sp.1 vs A. gossypii
A. gossypii vs A. glycines

	Length BL
	0.008
	0.674809
	0.057108
	0.008444

	Ant.I
	0.041
	0.722129
	0.177699
	0.040198

	Ant.II
	< 0.0001
	< 0.0001
	0.30655
	0.000684

	Ant.III
	< 0.0001
	0.00032
	0.991223
	0.000404

	Ant.IV
	0.0005
	0.004421
	0.824305
	0.000701

	Ant.V
	0.0003
	0.05773
	0.105971
	0.000183

	Ant.VIb
	0.001
	0.001078
	0.57001
	0.015723

	PT
	0.298
	0.991584
	0.331093
	0.43277

	HFM
	< 0.0001
	< 0.0001
	< 0.0001
	< 0.0001

	HTB
	< 0.0001
	0.028616
	< 0.0001
	< 0.0001

	URS
	0.026
	0.557155
	0.18935
	0.022455

	Width of SIPH
	0.0013
	0.001064
	0.439412
	0.026488

	SIPH
	< 0.0001
	< 0.0001
	0.085798
	< 0.0001

	Width of cauda
	< 0.0001
	< 0.0001
	< 0.0001
	0.154129

	Cauda
	< 0.0001
	0.214967
	< 0.0001
	0.007737

	2HT
	< 0.0001
	< 0.0001
	0.348974
	0.00402

	Setae on Ant.III
	0.049
	0.082293
	0.087907
	0.98716

	BDAnt.III
	< 0.0001
	< 0.0001
	< 0.0001
	0.006845

	Setae on AbdT.III
	0.0004
	0.044067
	0.148459
	0.000211

	No. hairs on

Ant.I
	< 0.0001
	0.182892
	< 0.0001
	0.007418

	Ant.II
	< 0.0001
	0.739804
	< 0.0001
	0.000952

	Ant.III
	0.04
	0.876346
	0.04154
	0.153532

	URS
	1
	1
	1
	1

	AbdT.VIII
	1
	1
	1
	1

	Median of GP
	0.0001
	1
	0.000409
	0.000738

	Posterior marginal GP
	< 0.0001
	< 0.0001
	0.156383
	< 0.0001

	Cauda
	0.0292
	0.095801
	0.867842
	0.029751

	Ratio
	
	
	
	

	Whole Ant./BL
	0.0355
	0.02711
	0.346064
	0.371471

	PT/Ant.VIb
	0.0245
	0.019199
	0.229497
	0.431471

	PT/Ant.III
	0.0006
	0.000682
	0.718257
	0.005607

	URS/2HT
	0.0012
	0.000771
	0.174529
	0.076744

	URS/Ant.VIb
	0.0254
	0.024765
	0.127078
	0.679158

	SIPH/BL
	< 0.0001
	< 0.0001
	0.000164
	< 0.0001

	SIPH/Ant.III
	< 0.0001
	< 0.0001
	0.130714
	0.000544

	SIPH/HFM
	< 0.0001
	< 0.0001
	< 0.0001
	< 0.0001

	SIPH/cauda
	< 0.0001
	< 0.0001
	0.015864
	< 0.0001

	Cauda/width of cauda
	< 0.0001
	< 0.0001
	0.172542
	< 0.0001

	Setae on Ant.III/BDAnt.III
	< 0.0001
	< 0.0001
	0.000192
	0.034336

	Setae on AbdT.III/BDAnt.III
	< 0.0001
	< 0.0001
	0.020174
	< 0.0001


Abbreviations explained in Materials and Methods

Supplementary Table.3

Supplementary table 3. Mean percentages of sequence divergence among gossypii group based on K2P model

	
	A.gossypii
	A.taraxacicola
	A.sedi
	A.clerodendri
	A.hypericiphaga
	A.egomae
	A.argrimoniae
	sp.B
A.commensali
A.sumire
s
	A.frangulae
	A.sp1
A.ichigocol
A.ichigo a
	A.glycines

	A.gossypii
	0.164
	
	
	
	
	
	
	
	
	
	
	
	

	
	(0-0.651)
	
	
	
	
	
	
	
	
	
	
	
	

	A.taraxacicola
	0.374
	0
	
	
	
	
	
	
	
	
	
	
	

	
	(0.325-
	
	
	
	
	
	
	
	
	
	
	
	

	
	0.651)
	
	
	
	
	
	
	
	
	
	
	
	

	A.sedi
	0.374
	0.651
	0
	
	
	
	
	
	
	
	
	
	

	
	(0.325-
	
	
	
	
	
	
	
	
	
	
	
	

	
	0.651)
	
	
	
	
	
	
	
	
	
	
	
	

	A.clerodendri
	0.374
	0.651
	0.651
	0
	
	
	
	
	
	
	
	
	

	
	(0.325-
	
	
	
	
	
	
	
	
	
	
	
	

	
	0.651)
	
	
	
	
	
	
	
	
	
	
	
	

	A.hypericiphaga
	0.374
	0.651
	0.651
	0.651
	0
	
	
	
	
	
	
	
	

	
	(0.325-
	
	
	
	
	
	
	
	
	
	
	
	

	
	0.651)
	
	
	
	
	
	
	
	
	
	
	
	

	A.egomae
	0.689
	0.980
	0.980
	0.980
	0.98
	0
	
	
	
	
	
	
	

	
	(0.325-
	
	
	
	
	
	
	
	
	
	
	
	

	
	0.980)
	
	
	
	
	
	
	
	
	
	
	
	

	A.argrimoniae
	1.683
	1.98
	1.98
	1.312
	1.312
	1.645
	0
	
	
	
	
	
	

	
	(1.312-
	
	
	
	
	
	
	
	
	
	
	
	

	
	1.980)
	
	
	
	
	
	
	
	
	
	
	
	

	A. sp. ex
	2.35
	2.650
	1.975
	2.650
	1.975
	1.64
	2.65
	0
	
	
	
	
	

	Rhamnus
	(1.975-2.65)
	
	
	
	
	
	
	
	
	
	
	
	

	A.commensalis
	2.362
	2.650
	1.975
	2.650
	1.975
	2.311
	3.335
	1.971
0
	
	
	
	

	
	(2.311-
	
	
	
	
	
	
	
	
	
	
	
	

	
	2.650)
	
	
	
	
	
	
	
	
	
	
	
	

	A.sumire
	2.663
	2.992
	2.311
	2.992
	2.311
	1.975
	2.992
	2.306
2.9
	84
0
	
	
	
	

	
	(2.311-
	
	
	
	
	
	
	
	
	
	
	
	

	
	2.992)
	
	
	
	
	
	
	
	
	
	
	
	

	A.frangulae
	3.040
	3.346
	2.658
	3.346
	2.658
	2.318
	3.346
	2.65
2.6
	5
2.311
	0
	
	
	

	
	(2.658-
	
	
	
	
	
	
	
	
	
	
	
	

	
	3.346)
	
	
	
	
	
	
	
	
	
	
	
	

	A.sp1
	3.365
	3.671
	2.992
	3.671
	2.984
	3.327
	3.671
	2.311
3.6
	63
3.32
	3.671
	0
	
	

	
	(2.984-
	
	
	
	
	
	
	
	
	
	
	
	

	
	3.671)
	
	
	
	
	
	
	
	
	
	
	
	

	A.ichigocola
	4.421
	4.019
	4.019
	4.72
	4.019
	4.368
	4.72
	4.03
4.0
	09
5.062
	4.72
	5.792
0
	

	
	(4.368-4.72)
	
	
	
	
	
	
	
	
	
	
	
	

	A.ichigo
	4.774
	4.381
	4.381
	5.09
	4.381
	4.03
	5.09
	3.001
3.6
	71
4.72
	3.681
	4.734
3.6
	81
0
	

	
	(4.381-5.09)
	
	
	
	
	
	
	
	
	
	
	
	

	A.glycines
	5.421
	5.720
	5.041
	5.75
	5.394
	5.394
	6.108
	4.698
4.3
	36
5.05
	5.394
	6.108
4.0
	09
5.05
	0

	
	(5.041-5.75)
	
	
	
	
	
	
	
	
	
	
	
	


