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Table S1. Pearson R correlation matrix for multiple pairwise comparisons of host genotypes for aphid clone survival. Values are sorted according to host clustering order in Fig. 1A. After correcting for false discovery rate at P<0.05, significant correlations were confirmed to exist within each cluster, with an R minimum threshold of 0.81. Heatmap linear scaling is from maximum (red) to minimum (green). For ease of visual interpretation both halves of the matrix are shown.

Table S2. Pearson R correlation matrix for multiple pairwise comparisons of host genotypes for aphid clone reproduction. Values are sorted according to host clustering order in Fig. 1B. After correcting for false discovery rate at P<0.05, significant correlations were confirmed to exist within each cluster, with an R minimum threshold of 0.87. Heatmap linear scaling is from maximum (red) to minimum (green). For ease of visual interpretation both halves of the matrix are shown.
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Table S3. Pearson R correlation matrices for multiple pairwise comparisons of aphid clones for performance (A, survival; B, reproduction) and symptom induction (C, chlorosis; D, necrosis) on host genotypes. Values are sorted according to clone clustering orders in Figs. 1 and 4. After correcting for false discovery rate at P<0.05, significant within-cluster correlations were confirmed, with R minimum thresholds of 0.74, 0.61, 0.65 and 0.65, for survival, reproduction, chlorosis and necrosis, respectively. Heatmap colour scaling is from maximum (red) to minimum (green). For ease of visual interpretation both halves of the matrix are shown.

	A.

SURVIVAL
	PSO1
	JF01/29 
	SH3
	JF99/15
	TLW03/01
	N116
	LLO1
	N127

	PSO1
	
	0.67
	0.75
	0.74
	0.69
	-0.01
	0.19
	0.37

	JF01/29 
	0.67
	
	0.84
	0.90
	0.80
	0.07
	0.34
	0.20

	SH3
	0.75
	0.84
	
	0.91
	0.88
	0.03
	0.30
	0.41

	JF99/15
	0.74
	0.90
	0.91
	
	0.93
	-0.02
	0.26
	0.30

	TLW03/01
	0.69
	0.80
	0.88
	0.93
	
	0.11
	0.32
	0.41

	N116
	-0.01
	0.07
	0.03
	-0.02
	0.11
	
	0.48
	0.20

	LLO1
	0.19
	0.34
	0.30
	0.26
	0.32
	0.48
	
	0.13

	N127
	0.37
	0.20
	0.41
	0.30
	0.41
	0.20
	0.13
	


	B.
REPRODUCTION
	SH3
	JF99/15
	JF01/29 
	PS01
	TLW03/01
	N127
	N116
	LL01

	SH3
	
	0.92
	0.93
	0.84
	0.83
	0.56
	0.41
	0.51

	JF99/15
	0.92
	
	0.87
	0.88
	0.89
	0.61
	0.37
	0.54

	JF01/29 
	0.93
	0.87
	
	0.75
	0.74
	0.56
	0.51
	0.50

	PS01
	0.84
	0.88
	0.75
	
	0.75
	0.52
	0.14
	0.36

	TLW03/01
	0.83
	0.89
	0.74
	0.75
	
	0.53
	0.42
	0.57

	N127
	0.56
	0.61
	0.56
	0.52
	0.53
	
	0.38
	0.34

	N116
	0.41
	0.37
	0.51
	0.14
	0.42
	0.38
	
	0.72

	LL01
	0.51
	0.54
	0.50
	0.36
	0.57
	0.34
	0.72
	


	C.
CHLOROSIS
	TLW03/01
	LL01
	JF01/29 
	PS01
	N127
	SH3
	JF99/15
	N116

	TLW03/01
	
	0.39
	0.46
	0.43
	0.28
	0.37
	0.44
	0.36

	LL01
	0.39
	
	0.60
	0.55
	0.42
	0.69
	0.71
	0.33

	JF01/29 
	0.46
	0.60
	
	0.92
	0.55
	0.81
	0.80
	0.22

	PS01
	0.43
	0.55
	0.92
	
	0.71
	0.67
	0.87
	0.18

	N127
	0.28
	0.42
	0.55
	0.71
	
	0.35
	0.81
	0.10

	SH3
	0.37
	0.69
	0.81
	0.67
	0.35
	
	0.78
	0.23

	JF99/15
	0.44
	0.71
	0.80
	0.87
	0.81
	0.78
	
	0.26

	N116
	0.36
	0.33
	0.22
	0.18
	0.10
	0.23
	0.26
	


	D.
NECROSIS
	TLW0301
	N127
	LL01
	JF99/15
	N116
	SH3
	JF01/29 
	PS01

	TLW03/01
	
	0.89
	0.78
	0.67
	0.72
	0.77
	0.72
	0.67

	N127
	0.89
	
	0.76
	0.76
	0.68
	0.72
	0.65
	0.63

	LL01
	0.78
	0.76
	
	0.53
	0.54
	0.67
	0.54
	0.50

	JF99/15
	0.67
	0.76
	0.53
	
	0.91
	0.88
	0.85
	0.85

	N116
	0.72
	0.68
	0.54
	0.91
	
	0.87
	0.89
	0.89

	SH3
	0.77
	0.72
	0.67
	0.88
	0.87
	
	0.88
	0.80

	JF01/29 
	0.72
	0.65
	0.54
	0.85
	0.89
	0.88
	
	0.93

	PS01
	0.67
	0.63
	0.50
	0.85
	0.89
	0.80
	0.93
	


Table S4. Overall significance of clustering outputs, based on cophenetic correlation between calculated dendrogram distances and original pairwise correlations. Separate values are given for clone and host clustering for each measured variable.
	
	Clone clustering
	Host clustering

	Variable
	Overall R
	Overall P
	Overall R
	Overall P

	Survival
	0.935
	3.01E-13
	0.855
	4.8E-87

	Reproduction
	0.883
	5.0E-10
	0.576
	6.16E-28

	Chlorosis
	0.958
	1.30E-15
	0.697
	7.06E-45

	Necrosis
	0.818
	1.06E-07
	0.807
	2.86E-70


Table S5. Relationships between mean aphid survival and overall aphid-induced host chlorosis and necrosis. Eight PA clones were tested. Five nymphs of each clone were placed on each plant, with 10 replicate plants per aphid-host combination. Pearson correlation coefficients were calculated from arcsin square root transformed data for each host genotype.
A. Closely-related cultivar pairs and progenitor genotypes of Medicago truncatula
	Plant genotype
	Mean aphid survival (±SE)
	Mean chlorosis (%)
	Mean necrosis (%)
	Correlation survival & chlorosis (R)
	P value
	Correlation survival & necrosis (R)
	P value

	Jester
	1.3±0.7
	5
	63
	0.79
	*
	-0.003
	NS

	A17
	2.7±0.6
	31
	65
	0.53
	NS
	-0.13
	NS

	Mogul
	1.8±0.7
	9
	91
	0..62
	NS
	0.15
	NS

	Borung
	1.3±0.8
	13
	89
	0.65
	NS
	0.49
	NS

	Caliph
	4.1±0.5
	15
	0
	0.20
	NS
	-
	-

	Cyprus
	4.0±0.5
	49
	1
	0.32
	NS
	0.17
	NS

	SA1499
	1.5±0.6
	13
	0
	0.64
	NS
	-
	-

	SA10733
	1.7±0.7
	20
	11
	0.83
	*
	0.75
	*


B. Natural accessions of M. truncatula, together with cultivated M. sativa and V. faba.
	Plant genotype
	Mean aphid survival (±SE)
	Mean chlorosis (%)
	Mean necrosis (%)
	Correlation survival & chlorosis (R)
	P value
	Correlation survival & necrosis (R)
	P value

	DZA045.5
	4.0±0.6
	21
	99
	0.54
	NS
	0.08
	NS

	DZA315.16
	4.2±0.6
	26
	1
	0.42
	NS
	-0.43
	NS

	DZA012-J
	0.8±0.5
	11
	88
	0.82
	*
	-0.41
	NS

	SA28064
	1.3±0.5
	43
	6
	0.85
	**
	-0.41
	NS

	Salses 42B
	1.0±0.6
	13
	0
	0.89
	**
	-
	-

	F11008-C
	1.2±0.6
	13
	0
	0.64
	NS
	-
	-

	F83005.5
	1.8±0.7
	20
	43
	0.55
	NS
	0.05
	NS

	F83005.9
	3.5±0.6
	81
	93
	0.82
	*
	-0.02
	NS

	TN1.21
	1.4±0.7
	14
	0
	0.67
	NS
	-
	-

	TN8.3
	3.3±0.6
	25
	31
	0.63
	NS
	-0.84
	*

	TN1.11
	3.5±0.8
	24
	0
	0.35
	NS
	-
	-

	TN6.18
	2.1±0.4
	1
	45
	-0.42
	NS
	0.32
	NS

	A20
	3.1±0.7
	0
	0
	-
	-
	-
	-

	A10
	1.6±0.6
	1
	43
	-0.62
	NS
	-0.37
	NS

	R108-C
	4.0±0.4
	78
	1
	0.75
	*
	0.09
	NS

	V. faba
	4.8±0.1
	0
	0
	-
	-
	-
	-

	M. sativa
	2.0±0.7
	26
	0
	0.99
	***
	-
	-


NS, not significant P>0.05; * P<0.05; ** P<0.01; *** P<0.001
-      no value calculated due to absence of phenotypic response
Table S6. ANOVA tables for Mean relative growth rate analyses. A. 8 clones on 3 pairs of closely related cultivars and two of their progenitor genotypes; B. 4 clones on 8 diverse natural accessions. Combinations where survival was <30% are excluded from the analysis

A. Closely related cultivars

	Overall test of model

	Source
	Type III SS
	Df
	Mean Sq.
	F
	P

	Model
	2.428
	63
	0.039
	37.08
	1.6E-214

	Error
	1.009
	971
	0.001
	
	

	Total
	3.438
	1034
	
	
	

	

	Tests of effects

	Source
	Type III SS
	Df
	Mean Sq.
	F
	P

	clone
	1.547
	7
	0.221
	212.52
	5.8E-191

	host
	0.451
	7
	0.064
	61.96
	1.2E-73

	clone*host
	0.488
	49
	0.010
	9.58
	5.6E-55


B. Natural accessions

	Overall test of model

	Source
	Type III SS
	Df
	Mean Sq.
	F
	P

	Model
	1.383
	31
	0.040
	31.025
	1.66E-94

	Error
	0.531
	417
	0.001
	
	

	Total
	1.914
	448
	
	
	

	

	Tests of effects

	Source
	Type III SS
	Df
	Mean Sq.
	F
	P

	clone
	0.590
	3
	0.197
	154.464
	2.56E-67

	host
	0.681
	7
	0.085
	66.897
	4.80E-70

	clone*host
	0.358
	21
	0.015
	11.700
	1.29E-33


