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Supplementary Fig. 1.
a) Distribution of eight genetic clusters of S. rubrovittatus of mtDNA identified with BAPS using the group level option

in Japan. Locations belonging to the same cluster are surrounded by line or represented with the same mark.

b), ¢) Distribution of two (b) and three (c) genetic clusters of S. rubrovittatus of microsatellites data identified with BAPS

using the group level option in Japan.



