Figure S1 Spatial map of the two cluster where the SIRT1 rs4746720 genotypes had an effect on GM density
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A multiple regression model and voxel-wise t-test was applied to test the correlation between rs4746720 and GM density. The color bar specified the statistics of t-test. Significance was thresholded at the uncorrected voxel-wise P = 0.001 and the family-wise error-corrected cluster-wise P = 0.05. 
