

Supplementary Data 2.  Data on gene expression in the colon mucosa of rats from the DMH-treated and Arthrospira (Spirulina) platensis feeding (G3) compared to the only DMH -treated group (G1).
	Target Name (ID Life Tech)
	CT Mean
	ΔCT Mean
	Fold change
	p value

	18S-Hs99999901_s1
	10,510
	
	
	

	Actb-Rn00667869_m1
	17,114
	
	
	

	Aifm1-Rn00442540_m1
	23,972
	4,318
	0,851
	0,196

	Akt1-Rn00583646_m1
	23,394
	3,740
	0,755
	0,040

	Akt2-Rn00690900_m1
	25,700
	6,046
	0,932
	0,866

	Atm-Rn01421973_m1
	29,204
	9,550
	0,415
	0,004

	Bax-Rn01480161_g1
	22,908
	3,254
	0,638
	0,235

	Bcl2-Rn99999125_m1
	28,798
	9,144
	0,969
	0,620

	Bid-Rn01459517_m1
	21,828
	2,174
	3,661
	0,185

	Casp3-Rn00563902_m1
	25,493
	5,839
	1,190
	0,831

	Casp4-Rn00586960_m1
	25,303
	5,649
	1,819
	0,028

	Casp8-Rn00574069_m1
	24,757
	5,103
	1,011
	0,858

	Casr-Rn00566496_m1
	32,136
	12,482
	0,551
	0,313

	Cat-Rn00560930_m1
	25,797
	6,143
	0,738
	0,032

	Cckbr-Rn00565867_m1
	34,549
	15,077
	0,400
	0,468

	Ccna1-Rn01761354_g1
	34,391
	14,737
	0,525
	0,218

	Ccs-Rn00584772_m1
	24,995
	5,341
	0,764
	0,099

	Cdh1-Rn00580109_m1
	20,040
	0,386
	1,412
	0,128

	Cdkn1a-Rn00589996_m1
	22,742
	3,088
	0,963
	0,975

	Cdkn1b-Rn00582195_m1
	26,255
	6,601
	0,571
	0,052

	Chek1-Rn00589669_m1
	30,447
	10,793
	0,530
	0,057

	Chek2-Rn00586616_m1
	27,895
	8,241
	0,609
	0,008

	Cstb-Rn00754988_g1
	21,576
	1,922
	1,280
	0,263

	Ctnnb1-Rn00584431_g1
	22,454
	2,800
	1,036
	0,728

	Cyba-Rn00577357_m1
	22,484
	2,830
	1,384
	0,272

	Cyp11a1-Rn00568733_m1
	31,843
	12,189
	0,467
	0,061

	Cyp1a1-Rn01418021_g1
	37,431
	18,516
	0,148
	

	Cyp1a2-Rn00561082_m1
	
	
	
	

	Cyp2b1-Rn01457876_g1
	31,612
	11,958
	0,268
	0,958

	Cyp2c23-Rn00582954_m1
	33,008
	13,724
	0,197
	

	Cyp2c6v1-Rn03417171_gH
	35,686
	16,771
	0,018
	

	Cyp2d3-Rn00597330_m1
	30,271
	10,617
	0,934
	0,794

	Cyp2e1-Rn00580624_m1
	33,118
	13,341
	0,145
	0,023

	Cyp2j3-Rn00598500_m1
	26,420
	6,766
	1,302
	0,690

	Cyp2j4-Rn00576482_m1
	27,182
	7,528
	1,206
	0,539

	Cyp3a18-Rn00595752_m1
	31,057
	11,403
	1,415
	0,337

	Dcc-Rn00514509_m1
	33,170
	13,516
	0,547
	0,142

	Ddit3-Rn00492098_g1
	25,990
	6,336
	1,025
	0,630

	Dffb-Rn00584462_m1
	27,210
	7,556
	0,637
	0,017

	Egfr-Rn00580398_m1
	24,300
	4,646
	1,431
	0,260

	Faslg-Rn00563754_m1
	29,702
	10,048
	0,592
	0,194

	Fas-Rn00685720_m1
	24,976
	5,322
	1,492
	0,404

	Foxa1-Rn00562516_m1
	25,244
	5,590
	0,726
	0,102

	Foxa2-Rn01415600_m1
	27,295
	7,641
	0,837
	0,280

	Gadd45a-Rn01425130_g1
	24,123
	4,469
	1,912
	0,072

	Gapdh-Rn01775763_g1
	19,848
	
	
	

	Gdf15-Rn00570083_m1
	25,463
	5,809
	4,670
	0,348

	Grb2-Rn01471333_g1
	25,491
	5,837
	1,051
	0,845

	Gsk3b-Rn00583429_m1
	24,223
	4,569
	0,736
	0,185

	Gusb-Rn00566655_m1
	25,996
	
	
	

	Hdac1l-Rn02114316_gH
	
	
	
	

	Hdac2-Rn01193634_g1
	24,817
	5,163
	1,026
	0,822

	Hgf-Rn00566673_m1
	30,471
	10,817
	0,467
	0,079

	Hprt1-Rn01527840_m1
	24,803
	
	
	

	Igf1r-Rn00583837_m1
	25,726
	6,072
	0,562
	0,007

	Ikbkg-Rn01640116_m1
	26,183
	6,529
	0,691
	0,015

	Jag1-Rn00569647_m1
	25,512
	5,858
	0,506
	0,022

	Kras-Rn00580460_m1
	24,444
	4,790
	1,399
	0,133

	Lef1-Rn01639120_m1
	30,351
	10,697
	0,219
	0,256

	Mapk14-Rn00578842_m1
	24,311
	4,657
	1,119
	0,282

	Mapk1-Rn00671828_m1
	23,431
	3,777
	0,941
	0,953

	Mapk3-Rn00820922_g1
	23,016
	3,362
	0,944
	0,679

	Met-Rn00580462_m1
	24,499
	4,845
	1,103
	0,588

	Mgmt-Rn00563462_m1
	26,806
	7,152
	0,346
	0,021

	Mki67-Rn01451446_m1
	26,108
	6,454
	0,301
	0,066

	Mlh1-Rn00579159_m1
	25,889
	6,235
	0,724
	0,101

	Msh2-Rn00579198_m1
	26,980
	7,326
	0,480
	0,030

	Mutyh-Rn00591196_m1
	27,425
	7,771
	0,779
	0,406

	Nfkb1-Rn01399572_m1
	24,373
	4,719
	0,830
	0,159

	Notch1-Rn01758633_m1
	27,922
	8,268
	0,438
	0,000

	Notch2-Rn01534371_m1
	27,656
	8,002
	0,337
	0,031

	Nox1-Rn00586652_m1
	30,930
	11,276
	1,498
	0,274

	Nox4-Rn00585380_m1
	31,698
	12,044
	1,009
	0,584

	Nthl1-Rn01496565_m1
	28,678
	9,024
	0,481
	0,003

	Ogg1-Rn00578409_m1
	27,576
	7,922
	0,525
	0,005

	Pa2g4-Rn01529389_g1
	22,923
	3,269
	0,591
	0,093

	Parp1-Rn00565018_m1
	25,409
	5,755
	0,808
	0,208

	Pms1-Rn01437268_m1
	28,400
	8,746
	0,835
	0,585

	Raf1-Rn00466507_m1
	24,481
	4,827
	0,811
	0,516

	Smad2-Rn00569900_m1
	26,228
	6,574
	0,732
	0,006

	Smad4-Rn00570593_m1
	24,267
	4,613
	0,859
	0,190

	Smc1a-Rn00490624_m1
	24,365
	4,711
	0,683
	0,003

	Sod1-Rn00566938_m1
	22,361
	2,707
	0,573
	0,023

	Sod2-Rn00690588_g1
	22,435
	2,781
	0,989
	0,932

	Sod3-Rn00563570_m1
	26,657
	7,003
	0,601
	0,111

	Sp1-Rn00561953_m1
	24,160
	4,506
	0,901
	0,659

	Stat3-Rn00562562_m1
	21,994
	2,340
	1,122
	0,494

	Stat5b-Rn00574281_m1
	26,317
	6,663
	0,641
	0,086

	Tgfb1-Rn00572010_m1
	25,050
	5,396
	0,652
	0,083

	Tp53-Rn00755717_m1
	24,629
	4,975
	0,665
	0,462

	Trpv1-Rn00583117_m1
	29,649
	9,995
	0,992
	0,954

	Ubc-Rn01789812_g1
	23,314
	3,660
	0,960
	0,918

	Wee1-Rn01279391_m1
	26,479
	6,825
	0,595
	0,011

	Wnt2b-Rn00627297_m1
	29,553
	9,899
	0,249
	0,000

	Xiap-Rn01457299_m1
	24,067
	4,413
	1,440
	0,191

	Xrcc6-Rn00594589_m1
	26,957
	7,303
	0,617
	0,004








