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	Gene1
	Forward
	Reverse

	GLUT2
	TTTTGGGTGTTCCGCTGGAT
	GAGGCTAGCAGATGCCGTAG

	GLUT5
	TGTGTGGCTCCTGGTAACAC
	TCGGCCATGTTCGATTCCTT

	SGLT1
	CCCAAATCAGAGCATTCCATTCA
	AAGTATGGTGTGGTGGCCGGTT

	TAT1
	GGATTTCTGCTCGGATTCAT
	AACAAAGGACAACACCTCCAA

	b0,+AT
	GAACCCAAGACCACAAATC
	ACCCAGTGTCGCAAGAAT

	B0AT1
	ACAACAACTGCGAGAAGGACTC
	GCAGGTCAAACCCGTTGATAAG

	LAT2
	CGGAGACTGGTTCTGGAGAG
	AGTTGACCCATGTGAGGAGC

	CAT1
	GAGCAAGACCAAACTCTCCTTC
	AGCCTATCAGCATCCACACTG

	ASCT2
	GATTGTGGAGATGGAGGATGTGG
	TGCGAGTGAAGAGGAAGTAGATGAGA

	PEPT1
	TTGTGGCTCTGTGCTACCTG
	TCCGTTGTGGTCGAAGTCTG

	GAPDH
	ATCCTGGGCTACACTGAGGAC
	AAGTGGTCGTTGAGGGCAATG


1GLUT2 = solute carrier family 2 member 2 (SLC2A2), GLUT5 = solute carrier family 2 member 5 (SLC2A5), SGLT1 = sodium-dependent glucose cotransporter 1 (SLC5A1), TAT1 = T-type amino acid transporter 1 (SLC16A10), b0,+AT = b(0,+)-type amino acid transporter 1 (SLC7A9), B0AT1 = B(0,+)-type amino acid transporter 1 (SLC6A19), LAT2 = large neutral amino acids transporter small subunit 2 (SLC7A8), CAT1 = cationic amino acid transporter 1 (SLC7A1), ASCT2 = alanine, serine, cysteine transporter 2 (SLC1A5), PEPT1 = peptide transporter solute carrier family 15 member 1 (SLC15A1), GAPDH = glyceraldehyde 3-phosphate dehydrogenase
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