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®// CTCGTGCAGTTCTTTTATATGCATATTTATGTTGTATATTGATTTTACCCGTGCGTGTATTACACGAGGTACAGGTGAATAATTGGGTTTCGCCCCTCACA
AACCACCATAAAGGTAAATAGCAAAACGAACAGTTGTTTCGCTTGCAAAAATCAGACTAGTCAGGCGCATAGCTATACGTAGAATACGCAGCTGTGTA
CACATTTATAACTTCTTAGGTTCCTTGGTAGTATTTGTTGGAGGGATATGTACTGCATCGCAACTATTTGTCAGTCGATTAATACTTTACTTGTCGTGATTC
TTTAGATATACACTGGCTTTTGCATTTAATTGACTAATAAAACATAAGTCTTTGCCAATATACTAGTTGCTAAGTCATACATAGGCAGGCGCATAGCTGCG
TGTAAGCAGAATACGCAGTTGCCTACACATTGTTACACAAATGAAGACAAAAAGATCAAATCTGCAATACAAATCGTAGCATAGAAGGGATAAGGTGTA
TATTTGCGATTAACTTATACCTCAGTTTATGCTTATGACAAAAAAAGAGAAAAAGACAAAAAGAAAATGAGTACAGTTGCTAAATTCGATCTAGATCTA
GTAACATTTATC%GTAGTACCGCTTATTTTGGTATGAGACAAATCTTGTACTATATATTTCAAATTTAAACATTCCATAATTCCGTCCTCAGGAACATTTATAC
TTTGGTAGTATCTAATGTTGGGACATATATAGAATTCTGCATTTTTTGTTTCGTCGTATACTAATTAATTGTTTATGTTTTCTTAAATATACAATGGTTACTGC
ATTTAATTTACAGAAAACAACAACAACTAAACAAACAACAAAGCAGCACACAAAAAACTTTCGTTGTTAGGGAGGGTGGGGTAACTTAGTTACTTTTT
TAAAGCTAAGTTACTTATTTAAATAAAAGCCTCGACCACATTTTACATGACCAGAAAAATGGCGCTTGTGTTTGACTAgAAf\GCgTCGTCTGTTAGGATAAC
GAAGTCTGTCCGGGGGCATCAGATAATATCTCTACTTGCAGAGAAAGTAGGCGGGAAGAC//GTAGTTCTTACCCGCTGTCGCATTGGACAAACTAGATT
AACTCATCAAGAGAAATTCATCCTGAAAATGTTTCTTGCCAAGAAC%TCAHAACf(?TTAATCATATTTTATTACAGTGTATTGACACAGACAATATTCGGTC
TATGTATTTTAATGTCAATAACATATACGAACTATTTACAATAGTATCCGATGCTAAGCTTGTTTGCTTCCTGAACGAGATTGGTATTCTTAATAAAACATTT
TTAAACTGTTTATTAGGCTAATGTTATACATTTTAACTGTTTAATATGTTAATCTGTTTTCACTTATAATTCACATTCTTAACAAGAAAGATTTTTTATTTCTA
CTCACGTATTTAAGTTTTAACCTGATAATATCATATTGTCGTTAAACTTCAATTTATTCGGCGCCGTATGACCTATCAAGTGTCGGTGTGCAGTATTGACTT
TTTTATGTAGTACTTGCAGTACAAAQ%GTTAAGTTGAAAACCCCAAATACATATACAGATAAATTAAACATGAAAAGCATATCATGTGGTTCTATGTCA CGT
ACGTCTACATTAAACGCCGGCAGAGTCCTATTAACGATCTAGATGTTGTATTTGTTTTCTTCTACACATGTGTATTCCAATAAATACA%\TCTTATGTATGGQA?
gTTCGATTCAAATGTCAGGCTTAGCATAAGAAATATTATATAAGCATGTCCGAATTTGTTTGAACTTGACCTTCGGCTTTGCTTGATTGTCGCACGATGTC
GCTATAGAGACCTGTAAACAATTTATAATCGCGCACCTGCTCAGGGCAATCACGATAATTCAGAGGTTTGGGTGTGTTGAAAATCGTAAGAGCGCCTAC

GTGATCAAGATTGCATAGACACATCTAGCTGCGGACGACGAGCAGGAAATAAAGACACTAAACTATATCCGCGTGCAGAAGTAAAT





Figure S1. Potential binding sites for S. constricta SREBP on Δ6 Fad promoter by bioinformatic analysis. The numbers indicate the site at which the S. constricta Δ6 Fad promoter is segmented. The grey sequences are the software-predicted SREBP binding sites. The bolded and slanted bases are the designed mutation sites, below which are the corresponding mutated bases.

