	Supplementary Table 1.

	Vitamin and mineral  contents of the experimental diets

	 
	Standard diet
	High fat diet

	Reference
	2016C
	TD.06414

	Vitamin mix
	na
	AIN-93-VX

	A, IU/kg
	15000
	8400

	D3,  IU/kg
	1500
	2100

	E,  IU/kg
	110
	157,5

	K1, mg/kg
	0
	1,575

	K3,  mg/kg
	50
	0

	B1,  mg/kg
	17
	12,6

	B2,  mg/kg
	15
	12,6

	Niacin,  mg/kg
	75
	63

	B6,  mg/kg
	18
	14,7

	Pathothenic Acid,  mg/kg
	33
	33,6

	B12,  mg/kg
	0,08
	0,0525

	Biotin,  mg/kg
	0,4
	0,42

	Folate,  mg/kg
	4
	4,2

	Choline,  mg/kg
	1030
	na

	Mineral mix
	na
	AIN-93G-MX

	Calcium, g/kg
	10
	6,9

	Phosphorus, g/kg
	7
	2,1

	Sodium, g/kg
	2
	1,4

	Potassium, g/kg
	6
	5,1

	Chloride, g/kg
	4
	2,1

	Magnesium, g/kg
	2
	0,7

	Zinc, mg/kg
	70
	41

	Manganese, mg/kg
	100
	14

	Copper, mg/kg
	15
	4

	Iodine, mg/kg
	6
	0,4

	Iron, mg/kg
	200
	66

	Selenium, mg/kg
	0,23
	0,21

	Mean vitamin and mineral composition of the standard and high fat diets from HARLAN Laboratories Inc. Data were calculated from provider data (HARLAN Laboratories Inc, Indianapolis, USA). Abbreviation: na, non available.


	Supplementary Table 2 - Primer sequences used for white adipose tissue genes expression quantitation by real time PCR
	

	Protein Name
	Gene Official Symbol
	Gene Name
	Forward Primer
	Reverse Primer

	TBP
	TBP
	TATA box binding protein
	TGGTGTGCACAGGAGCCAAG
	TTCACATCACAGCTCCCCAC

	ACC
	ACACA
	Acetyl-Coenzyme A carboxylase alpha
	GAGCAAGGGATAAGTTTGAG
	AGGTGCATCTTGTGATTAGC

	FAS
	FASN
	Fatty acid synthase
	GTGCACCCCATTGAAGGTTCC 
	GGTTTGGAATGCTGTCCAGGG

	Adiponectin
	AdipoQ
	Adiponectin, C1Q and collagen domain containing
	AGGCCGTGATGGCAGAGATG
	CTTCTCCAGGTTCTCCTTTCCTGC

	Leptin
	LEP
	Leptin
	CACCAGGATCAATGACATTTC
	TGCCAGTGTCTGGTCCATCTTG

	GLUT4
	slc2a4
	Solute carrier family 2 (facilitated glucose transporter), member 4
	GGGTTTCCAGTATGTTGCGG
	CTGGGTTTCACCTCCTGCTC

	SREBP-1a
	SREBF1
	Sterol regulatory element binding transcription factor 1
	CGG TTT TGA ACG ACA TCG AAG
	AAGGGTGCAGGTGTCACCTT

	SREBP-1c
	SREBF1
	Sterol regulatory element binding transcription factor 1
	ACGGAGCCATGGATTGCACA
	AAGGGTGCAGGTGTCACCTT


