
Supplementary Table 1. List of early genes induced after 2 h HK bacteria treatment of IPEC-J2 cells, and their 

association to biological processes and KEGG pathways. 
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CCL2   x x x x x x x x x x   x x   x     x x     x     

CCL4     x x x x x x             x x     x x x       x 

CCL5 x x x x x x x x x x x x x x x x     x x x   x   x 

CD274   x     x   x       x                             

CD40   x     x x x x x x x       x x       x         x 

CEBPD                                                   

CFLIP                                                   

CYP1A1                         x   x x                   

CYR61     x x           x x         x                   

GADD45A                                                   

HAS3                                                   

ICAM-1                                                   

IL12B   x x   x x x x x x x x x x x x x     x   x   x x 

IL19         x   x     x                   x   x       

IL23A   x x x x x x x x   x x x   x x x     x   x       

IL6 x x x x x x x x x x x x x x x x x     x x x x   x 

IRF1   x     x x x   x x x x   x x x   x               

MFSD2A                                                   

MYC                   x x x       x           x       

PIAP                                                   

PLAU     x x             x x       x                   

PLET                                                   

RHOV                                                   

SLC2A6                                                   

SOCS3           x x   x x   x   x       x       x       

SPP1     x x   x   x   x   x       x x               x 

STAT5A   x     x x x x x x x x   x   x x         x       

TIPARP                                                   

VCAM1 x x x x   x x x     x     x   x                   

 



Supplementary Table 2. List of late genes induced after 24 h HK bacteria treatment of IPEC-J2 cells, and their 

association to biological processes and KEGG pathways.   
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AFP                                                   

ANKRD37                                                   

DDIT4     x     x       x         x                     

DDX58     x   x x x         x     x           x     x   

FETUIN                                                   

GDF15                                                   

IFIT1           x x         x   x x     x               

IFITM1     x     x x       x     x x     x               

ISG12(A)                                                   

MADCAM     x       x                                     

MX2           x x             x x     x               

OASL           x x             x x     x               

ORM1 x         x   x               x                   

PAG6                                                   

PPP1R3C                                                   

 

 

 

 

 

 

 

 



Supplementary Table 3. List of genes induced after both 2 h and 24 h HK bacteria treatment of IPEC-J2 cells, and their 

association to biological processes and KEGG pathways.   
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AMCF-II                                                   

C3 x       x x x x       x       x                   

CCL20       x   x x x         x     x     x x           

CHI3L1         x x   x           x   x                   

CSF2   x     x   x   x x x   x             x   x       

CXCL10     x x   x x x     x   x   x x     x x x     x x 

CXCL2 x   x x   x x x         x     x     x x     x     

CYP3A29                                                   

CYP3A46                                                   

IL1A x       x x x x   x x x   x   x       x           

IL8   x x x   x x x     x   x x   x     x x     x x x 

LTB         x   x                         x           

NFKBIA         x x x     x x x x           x   x   x x x 

PGLYRP2   x     x x x         x x                         

RGS4                                                   

S100A8 x   x x x x x x   x   x x     x                   

S100A9     x x x x x x   x   x x     x                   

SAA2 x         x   x               x                   

 

 

 


