Supplementary Table 1
	Gene
	GenBank

Accession
	Primer Sequence

Forward (F), Reverse (R)
	Product size

(bp)
	Annealing

Temprature

	endothelia NO synthase [eNOS]
	NM_000603
	F: 3442 - gctcccaacttgaccatctc
R: 3571 - ctcaggatgtcctgcacgta
	130
	66

	sirtuin 1 (silent mating type information 
regulation 2, homolog) 1 (S. cerevisiae) [Sirt1]
	NM_012238
	F: 893 - tgctcgccttgctgtagact
R: 1113 - caacctgttccagcgtgtct
	221
	64

	gamma-aminobutyric acid receptor associated protein [GABARAP]
	NM_007278.1
	F: 210- gctcccaaagctcggatag
R: 364- tgggtggaatgacattgttg
	155
	65

	microtubule-associated protein 1 light chain 3 beta [LC3B]
	NM_022818.4
	F: 307- agcagcatccaaccaaaatc
R: 493- ctgtgtccgttcaccaacag
	187
	70

	autophagy related protein 3 [ATG3]
	NM_022488.3
	F: 762- tttggctatgatgagcaacg
R: 953- ccctccttctgcaacagtct
	192
	70

	metallothionein 1X [MT1X]
	NM_005952
	F: 44- tctccttgcctcgaaatggac
R: 194- gggcacacttggcacagc
	

151
	70

	annexin A2 [ANXA2]
	NM_004039.2
	F: 106-ctctacacccccaagtgcat
R: 317-tcagtgctgatgcaagttcc
	212
	70

	RAD9 homolog B (S. pombe) [RAD9B]
	NM_152442.2
	F: 1099- gcagcaccaagaaggcttta
R: 1289- ctgctccaaagaacatgcaa
	191
	67

	angiomotin like 1 [AMOTL1]
	NM_130847
	F: 2586- gaggctatggaggacagtgc
R: 2747- cgccagacctctcttaccag
	162
	68

	LOC134466
[LOC134466]
	AI242408
	F: 250- gaggatgtggctgtggattt
R: 421- tccatggctcttctccttgt
	172
	66

	glutathione S-transferase pi 1 [GSTP1]
	NM_000852.2
	F: 325- acctccgctgcaaatacatc
R: 530- ggctaggacctcatggatca
	206
	70

	myocardin-related transcription factor [MRTFB]
	NM_014048.3
	F: 2657- ctatgaggaggccatcaagc
R: 2854- ttcactggcattgtggtgat
	198
	70

	cyclin-dependent kinase 6 [CDK6]
	NM_001259.6
	F: 1113- tgattggactcccaggagaa
R: 1320- ggtcctggaagtatgggtga
	208
	70

	cyclooxygenase 2 [COX-2]
	NM_000963.2
	F: 1592- tgctgtggagctgtatcctg
R: 1820- acagcccttcacgttattgc
	229
	67

	peroxisome proliferator-activated receptor alpha [PPARα]
	NM_005036
	F: 541 - agtctcccagtggagcattg
R: 759 - cgacagaaaggcacttgtga
	219
	67

	peroxisome proliferator-activated receptor beta / delta [PPARβ/ δ]
	NM_177435
	F: 559 - ttccactacggtgttcatgc
R: 781 - ccaccagcttcctcttctca
	223
	67

	peroxisome proliferator-activated receptor gamma [PPARγ]
	NM_138711
	F: 533- tcatgcggcagcctcaacat
R: 792- tgccaccagcttcctcttct
	260
	67

	glyceraldehyde-3-phosphate dehydrogenase [GAPDH]
	NM_002046
	F: 1391 - aagttcaatgcactggaattagatga
R: 1518 - tgtagcaggttgtcttgaatgtcttc  
	128
	70


