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Table A1: Genotype distribution and crude main effects of the different SNPs on the risk of obesity 

in the BVS II study. 

 5 

Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

IL-2 region 5‘ 

  

  

rs4833248 

  

  

0·30 

 

 

GG 

AG 

AA 

50·9 

40·9 

8·2

48·3 

43·1 

8·6 

0·8876 

  

  

1·00 

0·90 (0·58-1·39) 

0·91 (0·39-1·91) 

0·6606 

  

  

IL-2 

  

  

rs2069779 

  

  

0·07 

 

 

CC 

CT 

TT 

86·7 

13·3 

0·0

85·8 

14·0 

0·2 

0·8649 

  

  

1·00 

0·93 (0·49-1·65) 

  

0·7599 

  

  

IL-2 

  

  

rs2069778 

  

  

0·16 

 

 

CC 

CT 

TT 

69·4 

28·8 

1·8

71·0 

27·0 

2·0 

0·923 

  

  

1·00 

1·09 (0·68-1·72) 

0·93 (0·14-3·69) 

0·7846 

  

  

IL-2 

  

  

rs2069763 

  

  

0·35 

 

 

GG 

GT 

TT 

38·9 

54·0 

7·1

43·2 

43·9 

12·9 

0·0835 

  

  

1·00 

1·37 (0·89-2·12) 

0·61 (0·25-1·31) 

0·8331 

  

  

IL-2 

  

  

rs2069762 

  

  

0·29 

 

 

TT 

GT 

GG 

51·8 

40·2 

8·0

49·6 

42·0 

8·4 

0·9149 

  

  

1·00 

0·91 (0·59-1·41) 

0·91 (0·40-1·92) 

0·7005 

  

  

IL-6 region 5‘ 

  

  

rs1880241 

  

  

0·50 

 

 

AA 

AG 

GG 

30·7 

45·6 

23·7

26·0 

47·3 

26·7 

0·5736 

  

  

1·00 

0·82 (0·50-1·33) 

0·75 (0·43-1·32) 

0·3146 

  

  

IL-6 region 5‘ 

  

  

rs4719714 

  

  

0·22 

 

 

AA 

AT 

TT 

59·8 

30·4 

9·8

61·6 

34·6 

3·8 

0·0284 

  

  

1·00 

0·90 (0·57-1·42) 

2·68 (1·17-5·94) 

0·2056 

  

  

IL-6 region 5‘ 

  

  

rs12700386 

  

  

0·19 

 

 

CC 

CG 

GG 

76·3 

20·2 

3·5

63·4 

31·8 

4·9 

0·0327 

  

  

1·00 

0·53 (0·31-0·86) 

0·60 (0·17-1·62) 

0·0184 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

IL-6 

  

  

rs1800797 

  

  

0·42 

 

 

GG 

AG 

AA 

35·1 

47·4 

17·5

33·6 

47·3 

19·1 

0·9132 

  

  

1·00 

0·96 (0·61-1·52) 

0·88 (0·48-1·58) 

0·6772 

  

  

IL-6 

  

  

rs1800795 

  

  

0·43 

 

 

GG 

CG 

CC 

35·4 

46·9 

17·7

33·6 

46·8 

19·6 

0·8814 

  

  

1·00 

0·95 (0·60-1·52) 

0·86 (0·46-1·54) 

0·6257 

  

  

IL-6 

  

  

rs2069840 

  

  

0·35 

 

 

CC 

CG 

GG 

46·9 

38·1 

15·0

43·0 

44·1 

12·9 

0·4942 

  

  

1·00 

0·79 (0·50-1·24) 

1·07 (0·56-1·96) 

0·8148 

  

  

IL-6 

  

  

rs2069861 

  

  

0·10 

 

 

CC 

CT 

TT 

86·8 

11·4 

1·8

80·4 

18·4 

1·1 

0·1825 

  

  

1·00 

0·62 (0·33-1·10) 

  

0·2004 

  

  

IL-6 

  

  

rs2069833 

  

  

0·43 

 

 

TT 

CT 

CC 

35·1 

48·2 

16·7

32·9 

48·1 

19·0 

0·8205 

  

  

1·00 

0·94 (0·60-1·49) 

0·82 (0·44-1·49) 

0·5411 

  

  

IL-6 region 3‘ 

  

  

rs10242595 

  

  

0·30 

 

 

AA 

AG 

GG 

50·0 

37·5 

12·5

49·2 

41·0 

9·8 

0·6341 

  

  

1·00 

0·90 (0·57-1·40) 

1·26 (0·63-2·40) 

0·7851 

  

  

IL-10 region 5‘ 

  

  

rs17015767 

  

  

0·19 

 

 

GG 

CG 

CC 

70·2 

24·6 

5·3

65·9 

29·0 

5·1 

0·6464 

  

  

1·00 

0·80 (0·49-1·27) 

0·97 (0·35-2·31) 

0·5015 

  

  

IL-10 region 5‘ 

  

  

rs3122605 

  

  

0·16 

 

 

AA 

AG 

GG 

63·2 

33·3 

3·5

72·1 

26·2 

1·8 

0·1351 

  

  

1·00 

1·45 (0·92-2·26) 

2·26 (0·59-7·37) 

0·0477 

  

  

IL-10 

  

  

rs3024498 

  

  

0·22 

 

 

AA 

AG 

GG 

66·7 

28·1 

5·3

60·7 

33·6 

5·7 

0·4964 

  

  

1·00 

0·76 (0·48-1·20) 

0·84 (0·30-1·98) 

0·306 

  

  

IL-10 

  

  

rs1554286 

  

  

0·20 

 

 

CC 

CT 

TT 

59·6 

37·7 

2·6

63·7 

32·7 

3·5 

0·5686 

  

  

1·00 

1·23 (0·80-1·89) 

0·79 (0·18-2·47) 

0·5872 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

IL-10 

  

  

rs3021094 

  

  

0·10 

 

 

AA 

AC 

CC 

84·2 

15·8 

0·0

79·9 

19·0 

1·1 

0·3698 

  

  

1·00 

0·74 (0·42-1·27) 

  

0·2204 

  

  

IL-10 

  

  

rs1800896 

  

  

0·44 

 

 

AA 

AG 

GG 

25·4 

57·9 

16·7

31·3 

50·6 

18·2 

0·3532 

  

  

1·00 

1·41 (0·87-2·31) 

1·13 (0·59-2·12) 

0·5466 

  

  

IL-10 region 3‘ 

  

  

rs3024505 

  

  

0·16 

 

 

CC 

CT 

TT 

63·2 

33·3 

3·5

70·4 

28·3 

1·3 

0·1416 

  

  

1·00 

1·31 (0·84-2·03) 

2·94 (0·74-10·57) 

0·0783 

  

  

IL-18 

  

  

rs3882891 

  

  

0·42 

 

 

AA 

AC 

CC 

32·5 

50·9 

16·7

35·0 

47·0 

18·0 

0·7613 

  

  

1·00 

1·17 (0·74-1·86) 

1·00 (0·53-1·83) 

0·8617 

  

  

IL-18 

  

  

rs5744280 

  

  

0·33 

 

 

CC 

CT 

TT 

45·1 

45·1 

9·7

43·8 

46·7 

9·6 

0·9581 

  

  

1·00 

0·94 (0·61-1·45) 

0·98 (0·45-1·98) 

0·8547 

  

  

IL-18 

  

  

rs549908 

  

  

0·30 

 

 

TT 

GT 

GG 

44·2 

46·0 

9·7

49·1 

42·4 

8·5 

0·6455 

  

  

1·00 

1·20 (0·78-1·86) 

1·27 (0·59-2·59) 

0·367 

  

  

IL-18 

  

  

rs5744256 

  

  

0·26 

 

 

TT 

CT 

CC 

54·0 

39·8 

6·2

54·7 

38·9 

6·4 

0·9818 

  

  

1·00 

1·04 (0·67-1·59) 

0·97 (0·38-2·21) 

0·9464 

   

 

IL-18 

  

  

rs360722 

  

  

0·11 

 

 

CC 

CT 

TT 

82·5 

16·7 

0·9

77·5 

21·4 

1·1 

0·5139 

  

  

1·00 

0·73 (0·42-1·22) 

  

0·2638 

  

  

IL-18 

  

  

rs795467 

  

  

0·27 

 

 

GG 

AG 

AA 

51·8 

40·4 

7·9

53·1 

39·8 

7·1 

0·9414 

  

  

1·00 

1·04 (0·67-1·60) 

1·14 (0·49-2·44) 

0·7426 

  

  

IL-18 

  

  

rs1946519 

  

  

0·39 

 

 

CC 

AC 

AA 

38·1 

48·7 

13·3

36·7 

46·9 

16·4 

0·7115 

  

  

1·00 

1·00 (0·64-1·57) 

0·78 (0·40-1·46) 

0·5333 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

TNF-α 

  

  

rs3093662 

  

  

0·07 

 

 

AA 

AG 

GG 

87·6 

12·4 

0·0

85·9 

13·9 

0·2 

0·8051 

  

  

1·00 

0·86 (0·45-1·55) 

  

0·5965 

  

  

TNF-α 

  

  

rs3093668 

  

  

0·05 

 

 

GG 

CG 

CC 

92·9 

7·1

0·0

90·0 

9·7  

0·2 

0·5996 

  

  

1·00 

0·69 (0·29-1·43) 

  

0·329 

  

  

TNFRSF1A 

  

  

rs4149579 

  

  

0·06 

 

 

GG 

AG 

AA 

90·4 

9·6 

0·0

88·3 

11·3 

0·4 

0·6836 

  

  

1·00 

0·81 (0·39-1·54) 

  

0·4742 

  

  

TNFRSF1A 

  

  

rs4149577 

  

  

0·48 

 

 

TT 

CT 

CC 

28·1 

55·3 

16·7

24·3 

54·1 

21·6 

0·4424 

  

  

1·00 

0·88 (0·55-1·44) 

0·67 (0·35-1·24) 

0·216 

  

  

TNFRSF1A 

  

  

rs4149576 

  

  

0·45 

 

 

GG 

AG 

AA 

24·6 

55·3 

20·2

31·2 

48·9 

19·9 

0·354 

  

  

1·00 

1·44 (0·88-2·38) 

1·29 (0·69-2·37) 

0·3468 

  

  

TNFRSF1A 

  

  

rs4149570 

  

  

0·39 

 

 

GG 

GT 

TT 

43·4 

44·2 

12·4

34·4 

51·4 

14·2 

0·2057 

  

  

1·00 

0·68 (0·44-1·06) 

0·69 (0·35-1·31) 

0·1269 

  

  

TNFRSF1B 

  

  

rs652625 

  

  

0·05 

 

 

AA 

AT 

TT 

88·6 

11·4 

0·0

91·2 

8·2  

0·7 

0·3895 

  

  

1·00 

1·33 (0·66-2·51) 

  

0·5686 

  

  

TNFRSF1B 

  

  

rs496888 

  

  

0·32 

 

 

AA 

AG 

GG 

49·1 

41·2 

9·6

46·7 

41·6 

11·7 

0·7928 

  

  

1·00 

0·94 (0·61-1·45) 

0·78 (0·37-1·55) 

0·5235 

  

  

TNFRSF1B 

  

  

rs3766730 

  

  

0·16 

 

 

CC 

CT 

TT 

69·9 

25·7 

4·4

71·0 

27·7 

1·3 

0·1012 

  

  

1·00 

0·94 (0·58-1·49) 

3·38 (0·95-11·48) 

0·4355 

  

  

TNFRSF1B 

  

  

rs1061622 

  

  

0·21 

 

 

TT 

GT 

GG 

61·1 

31·9 

7·1

62·9 

34·0 

3·1 

0·1445 

  

  

1·00 

0·97 (0·61-1·50) 

2·36 (0·91-5·74) 

0·3269 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

TNFRSF1B 

  

  

rs2275416 

  

  

0·18 

 

 

GG 

AG 

AA 

62·8 

31·9 

5·3

67·9 

29·7 

2·5 

0·2342 

  

  

1·00 

1·16 (0·73-1·81) 

2·34 (0·78-6·36) 

0·1668 

  

  

TNFRSF1B 

  

  

rs235219 

  

  

0·10 

 

 

GG 

AG 

AA 

82·1 

17·0 

0·9

81·4 

17·7 

0·9 

0·9817 

  

  

1·00 

0·95 (0·54-1·60) 

  

0·8626 

  

  

TNFRSF1B 

  

  

rs1061624 

  

  

0·41 

 

 

GG 

AG 

AA 

42·9 

37·5 

19·6

38·2 

40·8 

21·0 

0·6605 

  

  

1·00 

0·82 (0·51-1·30) 

0·83 (0·47-1·45) 

0·4479 

  

  

TNFRSF1B 

  

  

rs1061628 

  

  

0·40 

 

 

CC 

CT 

TT 

32·1 

58·9 

8·9

36·4 

46·1 

17·5 

0·0219 

  

  

1·00 

1·45 (0·92-2·29) 

0·58 (0·26-1·18) 

0·5483 

  

  

TNFRSF21 

  

  

rs9473029 

  

  

0·05 

 

 

GG 

CG 

CC 

92·0 

8·0 

0·0

90·1 

9·3  

0·7 

0·6198 

  

  

1·00 

0·78 (0·35-1·59) 

  

0·4332 

  

  

TNFRSF21 

  

  

rs2236039 

  

  

0·28 

 

 

AA 

AG 

GG 

49·1 

43·0 

7·9

53·3 

38·1 

8·6 

0·6287 

  

  

1·00 

1·23 (0·80-1·89) 

0·99 (0·43-2·09) 

0·6086 

  

  

TNFRSF21 

  

  

rs2295266 

  

  

0·19 

 

 

CC 

CG 

GG 

61·9 

34·5 

3·5

66·4 

29·9 

3·8 

0·6331 

  

  

1·00 

1·24 (0·79-1·92) 

1·01 (0·28-2·83) 

0·4735 

  

  

TNFRSF21 

  

  

rs714373 

  

  

0·36 

 

 

AA 

AG 

GG 

44·7 

41·2 

14·0

40·3 

45·8 

13·9 

0·649 

  

  

1·00 

0·81 (0·52-1·26) 

0·91 (0·47-1·67) 

0·5459 

  

  

TNFRSF21 

  

  

rs9473045 

  

  

0·34 

 

 

GG 

AG 

AA 

45·1 

41·6 

13·3

43·0 

45·2 

11·8 

0·7653 

  

  

1·00 

0·88 (0·56-1·36) 

1·08 (0·55-2·03) 

0·9333 

  

  

TNFRSF21 

  

  

rs16875844 

  

  

0·08 

 

 

GG 

AG 

AA 

81·6 

17·5 

0·9

86·3 

12·6 

1·1 

0·3809 

  

  

1·00 

1·42 (0·81-2·42) 

  

0·274 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

TNFRSF21 

  

  

rs2017424 

  

  

0·48 

 

 

CC 

CG 

GG 

29·8 

43·9 

26·3

27·6 

49·4 

23·0 

0·5536 

  

  

1·00 

0·82 (0·51-1·34) 

1·06 (0·61-1·85) 

0·8808 

  

  

TNFRSF21 

  

  

rs6458555 

  

  

0·34 

 

 

GG 

AG 

AA 

44·2 

41·6 

14·2

46·8 

40·1 

13·1 

0·8817 

  

  

1·00 

1·10 (0·70-1·71) 

1·14 (0·59-2·12) 

0·6226 

  

  

TNFRSF21 region 3‘ 

 

 

rs9381530 

  

  

0·43 

 

 

TT 

GT 

GG 

35·1 

49·1 

15·8

30·7 

51·7 

17·7 

0·6516 

  

  

1·00 

0·83 (0·53-1·32) 

0·78 (0·41-1·44) 

0·3818 

  

  

NPY region 5‘ 

  

  

rs16480 

  

  

0·32 

 

 

TT 

CT 

CC 

56·3 

30·4 

13·4

52·9 

28·0 

19·1 

0·3693 

  

  

1·00 

1·02 (0·63-1·62) 

0·66 (0·35-1·19) 

0·2632 

  

  

NPY 

  

  

rs16148 

  

  

0·34 

 

 

TT 

CT 

CC 

43·4 

48·7 

8·0

43·5 

43·9 

12·6 

0·3535 

  

  

1·00 

1·11 (0·72-1·72) 

0·64 (0·28-1·32) 

0·5282 

  

  

NPY 

  

  

rs16141 

  

  

0·49 

 

 

AA 

AC 

CC 

25·0 

50·0 

25·0

23·6 

54·8 

21·6 

0·6322 

  

  

1·00 

0·86 (0·52-1·45) 

1·09 (0·60-1·98) 

0·78 

  

  

NPY 

  

  

rs9785023 

  

  

0·50 

 

 

AA 

AG 

GG 

23·7 

50·9 

25·4

23·2 

54·6 

22·1 

0·7098 

  

  

1·00 

0·91 (0·55-1·54) 

1·13 (0·62-2·04) 

0·6878 

  

  

NPY 

  

  

rs16138 

  

  

0·26 

 

 

GG 

CG 

CC 

56·1 

40·4 

3·5

53·0 

40·6 

6·4 

0·4733 

  

  

1·00 

0·94 (0·61-1·43) 

0·52 (0·15-1·37) 

0·3394 

  

  

NPY 

  

  

rs16135 

  

  

0·07 

 

 

CC 

CT 

TT 

90·4 

9·6 

0·0

84·7 

14·4 

0·9 

0·2342 

  

  

1·00 

0·59 (0·29-1·11) 

  

0·099 

  

  

NPY 

  

  

rs16131 

  

  

0·15 

 

 

AA 

AG 

GG 

68·4 

28·1 

3·5

73·7 

23·8 

2·4 

0·4935 

  

  

1·00 

1·27 (0·79-2·01) 

1·56 (0·42-4·69) 

0·2354 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

NPY 

  

  

rs16475 

  

  

0·11 

 

 

TT 

CT 

CC 

86·7 

2·7 

10·6

86·5 

4·9  

8·6 

0·498 

  

  

1·00 

0·54 (0·13-1·61) 

1·22 (0·59-2·36) 

0·7838 

  

  

NPY region 3‘ 

  

  

rs2023890 

  

  

0·22 

 

 

TT 

CT 

CC 

57·7 

35·1 

7·2

61·7 

34·1 

4·2 

0·3871 

  

  

1·00 

1·10 (0·70-1·71) 

1·82 (0·72-4·22) 

0·2594 

  

  

NPY region 3‘ 

  

rs16472 

  

0·08 

 

CC 

CT 

84·7 

15·3

83·3 

16·7 

0·7242 

  

1·00 

0·90 (0·49-1·57) 

0·724 

  

NPY region 3‘ 

  

  

rs17374047 

  

  

0·15 

 

 

AA 

AG 

GG 

73·2 

25·9 

0·9

70·8 

27·0 

2·2 

0·6333 

  

  

1·00 

0·93 (0·57-1·47) 

0·39 (0·02-2·08) 

0·4807 

  

  

NPY region 3‘ 

  

  

rs16468 

  

  

0·40 

 

 

CC 

AC 

AA 

33·0 

54·5 

12·5

33·9 

51·7 

14·5 

0·8188 

  

  

1·00 

1·08 (0·69-1·72) 

0·88 (0·44-1·72) 

0·8685 

  

  

NPY region 3‘ 

  

  

rs16110 

  

  

0·50 

 

 

GG 

CG 

CC 

26·5 

50·4 

23·0

23·7 

52·8 

23·5 

0·8191 

  

  

1·00 

0·85 (0·52-1·42) 

0·87 (0·48-1·58) 

0·6479 

  

  

NPY1R region 5‘ 

 

  

rs4234955 

  

  

0·23 

 

 

AA 

AG 

GG 

59·3 

31·0 

9·7

60·1 

35·2 

4·7 

0·1041 

  

  

1·00 

0·89 (0·56-1·40) 

2·11 (0·94-4·51) 

0·3521 

  

  

NPY1R region 5‘ 

 

  

rs4691076 

  

  

0·23 

 

 

CC 

CT 

TT 

58·4 

32·7 

8·8

59·0 

36·1 

4·9 

0·2458 

  

  

1·00 

0·91 (0·58-1·42) 

1·83 (0·80-3·96) 

0·4733 

  

  

NPY1R 

  

  

rs9764 

  

  

0·27 

 

 

TT 

TC 

CC 

53·6 

42·0 

4·5

50·6 

45·2 

4·3 

0·8303 

  

  

1·00 

0·88 (0·57-1·34) 

0·99 (0·32-2·57) 

0·6456 

  

  

NPY1R 

  

  

rs4691075 

  

  

0·11 

 

 

TT 

CT 

CC 

78·6 

18·8 

2·7

80·1 
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51·8 

20·1 

0·5491 

  

  

1·00 

1·17 (0·71-1·95) 

1·40 (0·77-2·54) 

0·2757 

  

  

PPARγ 

  

  

rs6809631 

  

  

0·29 

 

 

AA 

AT 

TT 

53·5 

40·4 

6·1

50·0 

40·7 

9·3 

0·5309 

  

  

1·00 

0·93 (0·60-1·42) 

0·62 (0·24-1·36) 

0·3255 

  

  

PPARγ 

  

  

rs17793951 

  

  

0·31 

 

 

AA 

AG 

GG 

44·1 

42·3 

13·5

47·8 

43·3 

9·0 

0·3464 

  

  

1·00 

1·06 (0·68-1·65) 

1·63 (0·82-3·14) 

0·2421 

  

  

PPARγ 

  

rs12497191 

  

  

0·14 

 

 

AA 

AG 

GG 

78·1 

20·2 

1·8

73·2 

24·3 

2·4 

0·5658 

  

  

1·00 

0·78 (0·46-1·27) 

0·68 (0·10-2·58) 

0·2914 

  

  



Gene SNP MAF Allele obese non-obese p-value* OR (95% CI) p-trend† 

  

PPARγ 

  

  

rs1801282 

  

  

0·15 

 

 

CC 

CG 

GG 

72·8 

24·6 

2·6

72·6 

25·4 

2·0 

0·9028 

  

  

1·00 

0·96 (0·59-1·54) 

1·32 (0·29-4·53) 

0·9392 

  

  

PPARγ 

  

  

rs12629751 

  

  

0·09 

 

 

CC 

CT 

TT 

83·9 

15·2 

0·9

82·8 

15·8 

1·4 

0·9115 

  

  

1·00 

0·92 (0·51-1·59) 

  

0·7262 

  

  

PPARγ 

  

  

rs2028759 

  

  

0·48 

 

 

AA 

AG 

GG 

29·5 

45·5 

25·0

26·4 

50·1 

23·5 

0·6772 

  

  

1·00 

0·81 (0·50-1·34) 

0·95 (0·54-1·68) 

0·8333 

  

  

PPARγ 

  

  

rs1151996 

  

  

0·36 

 

 

TT 

GT 

GG 

38·6 

48·2 

13·2

41·7 

45·2 

13·1 

0·8223 

  

  

1·00 

1·15 (0·74-1·80) 

1·09 (0·55-2·06) 

0·6575 

  

  

PPARγ 

  

  

rs7645903 

  

  

0·18 

 

 

AA 

AT 

TT 

67·9 

30·4 

1·8

66·5 

30·4 

3·1 

0·7513 

  

  

1·00 

0·98 (0·62-1·53) 

0·56 (0·09-2·08) 

0·6389 

  

  

PPARγ 

  

  

rs1175540 

  

  

0·34 

 

 

CC 

CA 

AA 

39·8 

51·3 

8·8

44·4 

44·4 

11·3 

0·3925 

  

  

1·00 

1·29 (0·84-2·00) 

0·88 (0·39-1·79) 

0·7579 

  

  

PPARγ 

  

  

rs6782475 

  

  

0·17 

 

 

TT 

GT 

GG 

69·0 

29·2 

1·8

68·1 

28·3 

3·6 

0·6231 

  

  

1·00 

1·02 (0·64-1·59) 

0·49 (0·08-1·77) 

0·6289 

  

  

PPARγ 

  

  

rs3856806 

  

  

0·14 

 

 

CC 

CT 

CC 

72·6 

23·9 

3·5

73·8 

24·6 

1·6 

0·4017 

  

  

1·00 

0·99 (0·60-1·59) 

2·30 (0·59-7·80) 

0·5333 

  

  

PPARγC1 

  

  

rs6821591 

  

  

0·48 

 

 

CC 

CT 

TT 

21·9 

56·1 

21·9

25·8 

52·3 

21·9 

0·6696 

  

  

1·00 

1·26 (0·76-2·14) 

1·18 (0·64-2·19) 

0·5795 
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PPARγC1 

  

  

rs3736265 

  

  

0·05 

 

 

GG 

AG 

AA 

89·5 

10·5 

0·0

90·2 

9·5  

0·2 

0·8394 

  

  

1·00 

1·09 (0·53-2·07) 

  

0·8647 

  

  

PPARγC1 

  

  

rs3755863 

  

  

0·40 

 

 

GG 

AG 

AA 

35·1 

51·8 

13·2

34·7 

50·0 

15·3 

0·8476 

  

  

1·00 

1·02 (0·66-1·62) 

0·85 (0·43-1·62) 

0·7283 

  

  

PPARγC1 

  

  

rs8192678 

  

  

0·35 

 

 

GG 

AG 

AA 

39·8 

48·7 

11·5

43·6 

44·5 

11·9 

0·7172 

  

  

1·00 

1·20 (0·77-1·87) 

1·05 (0·51-2·05) 

0·6385 

  

  

PPARγC1 

  

  

rs2970849 

  

  

0·33 

 

 

TT 

CT 

CC 

48·2 

43·9 

7·9

42·5 

46·5 

10·9 

0·4445 

  

  

1·00 

0·83 (0·54-1·28) 

0·64 (0·28-1·32) 

0·2045 

  

  

PPARγC1 

  

  

rs2932976 

  

  

0·27 

 

 

GG 

AG 

AA 

59·6 

35·1 

5·3

51·8 

40·3 

8·0 

0·2763 

  

  

1·00 

0·76 (0·49-1·16) 

0·57 (0·21-1·33) 

0·1101 

  

  

PPARγC1 

  

  

rs4697046 

  

  

0·33 

 

 

TT 

CT 

CC 

39·5 

46·5 

14·0

45·6 

44·2 

10·2 

0·3565 

  

  

1·00 

1·21 (0·78-1·89) 

1·58 (0·81-3·01) 

0·1567 

  

  

PPARγC1 

  

  

rs4235308 

  

  

0·41 

 

 

TT 

CT 

CC 

30·1 

49·6 

20·4

34·8 

50·3 

14·9 

0·3145 

  

  

1·00 

1·14 (0·71-1·84) 

1·59 (0·86-2·88) 

0·1555 

  

  

PPARγC1 

  

  

rs7677000 

  

  

0·16 

 

 

CC 

CT 

TT 

71·9 

26·3 

1·8

69·9 

28·3 

1·8 

0·9124 

  

  

1·00 

0·90 (0·56-1·43) 

0·96 (0·14-3·93) 

0·6985 

  

  

PPARγC1 

  

  

rs4469064 

  

  

0·08 

 

 

AA 

AG 

GG 

81·6 

17·5 

0·9

84·1 

15·5 

0·4 

0·7239 

  

  

1·00 

1·19 (0·69-2·01) 

  

0·4678 

  

  

PPARγC1 rs3774902 0·05 CC 91·2 89·6 0·7184 1·00 0·5342 
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CT 

TT 

8·8 

0·0

10·0 

0·4 

  

  

0·83 (0·38-1·63) 

  

  

  

* p-value of the Kruskal-Wallis Test.  

† p-value derived from the continuous model . 

 
 


