                  Supplemental Table 2. Sequences of primers used for quantitative real-time RT-PCR analysis
	Gene name
	Forward Primer
	Reverse Primer
	Accession number
	Amplicon size(bp)

	ER 
	GGGAGCCAGTCTGTAACTCG
	GCTTTGGTGTGAAGGGTCAT
	NM_007956.3
	62

	ER 
	TGTGTGTGAAGGCCATGATT
	GTGTCAGCTTCCGGCTACTC
	NM_010157.3
	90

	TNF
	GGCTGCCCCGACTACGT
	ACTTTCTCCTGGTATGAGATAGCAAAT
	NM_013693.1
	68

	Leptin
	TGAAAGGGTGAGGCATTTTC
	TCCAAATGTTCCGGAAAGAG
	NM_008493.3
	91

	Adiponectin
	GGAACTTGTGCAGGTTGGAT
	 TCTCCAGGAGTGCCATCTCT
	NM_009605
	92


	PPAR
	CCTCAGGGTACCACTACGGAGTT
	CCGAATAGTTCGCCGAAAGA
	NM_011144.2
	68

	AMPK
	AGCCGACTTTGGTCTTTCAA
	ATAATTGGGTGAGCCACAGC
	NM_001013367.2
	72

	ACC2
	CCTTGTTGCCCAAGAGAGAG
	AACTCATCCCTCGCTCTGAA
	NM_133904.2
	60

	VLACAD
	TCTCTGCCCAGCGACTTTAT
	TGTCCAGAACTGCCTGAGTG
	NM_017366
	51

	LXR(
	 AAACTGAAGCGGCAAGAAGA
	GCAGGACTTGAGGAGGTGAG
	NM_013839
	79

	RXR(
	GTCGAGCCCAAGACTGAGAC
	AACAGGGTCATTTGGTGAGC
	NM_011305
	72

	SREBP1c
	TACTTCTTGTGGCCCGTACC
	TGGACTGAAGCTGGTGACTG
	NM_011480
	58

	PPARr
	CTGGCCTCCCTGATGAATAA
	AATCCTTGGCCCTCTGAGAT
	NM_011146
	53

	C/EBP
	GCGCACCGGGTTTCG
	CAGGGCCCGGCTAGACA
	NM_009883.1
	103

	-actin
	GACGGCCAGGTCATCACTAT
	AAGGAAGGCTGGAAAAGAGC
	NM_007393
	68


Sequence of primers sets were designed by the Primer Express Software v2.0 (ABI, USA) and verified using BLAST (basic local alignment search tool) provided by NCBI (national center for biotechnology information       
PAGE  

