Table S1. Cai et al., 2026
	Taxonomic level
	Taxonomy
	P values
	FDR
	Statistics

	phylum
	Firmicutes
	0.023
	0.161
	9.548

	phylum
	Bacteroidota
	0.027
	0.161
	9.196

	phylum
	Euryarchaeota
	0.074
	0.268
	6.937

	family
	Clostridia_UCG__014
	0.004
	0.132
	13.515

	family
	Sutterellaceae
	0.006
	0.132
	12.538

	family
	Prevotellaceae
	0.020
	0.311
	9.804

	family
	Lachnospiraceae
	0.044
	0.378
	8.099

	family
	Ruminococcaceae
	0.048
	0.378
	7.929

	family
	Christensenellaceae
	0.058
	0.378
	7.487

	family
	Peptostreptococcaceae
	0.061
	0.378
	7.364

	family
	Selenomonadaceae
	0.070
	0.378
	7.060

	genus
	Clostridia_UCG__014
	0.004
	0.205
	13.515

	genus
	Acidaminococcus
	0.005
	0.205
	13.034

	genus
	Sutterella
	0.006
	0.205
	12.538

	genus
	NK4A214_group
	0.018
	0.399
	10.067

	genus
	Ruminococcus_gauvreauii_group
	0.019
	0.399
	9.961

	genus
	Shuttleworthia
	0.022
	0.399
	9.593

	genus
	uncultured
	0.039
	0.422
	8.381

	genus
	Lachnospiraceae_NK4A136_group
	0.039
	0.422
	8.371

	genus
	Terrisporobacter
	0.039
	0.422
	8.341

	genus
	Faecalibacterium
	0.047
	0.457
	7.955

	genus
	Lachnospiraceae_ND3007_group
	0.056
	0.477
	7.571

	genus
	Christensenellaceae_R__7_group
	0.058
	0.477
	7.487

	genus
	Prevotella
	0.077
	0.502
	6.855

	genus
	Methanosphaera
	0.079
	0.502
	6.786


FDR = False discovery rate adjusted P value

Table S2. Cai et al., 2026
(A)
	Treatment
	Genus
	P values
	FDR
	LDAscore

	Diet
	NK4A214_group
	0.006
	0.634
	4.26

	Diet
	Terrisporobacter
	0.021
	0.634
	4.33

	Diet
	Prevotellaceae_NK3B31_group
	0.031
	0.634
	4.92

	Diet
	Alloprevotella
	0.035
	0.634
	4.44

	Diet
	Treponema
	0.036
	0.634
	3.61

	Diet
	Lactobacillus
	0.050
	0.658
	-5.70

	Diet
	Acidaminococcus
	0.052
	0.658
	-4.14



(B)
	Treatment
	Genus
	P values
	FDR
	LDAscore

	Condition
	Sutterella
	< 0.001
	0.044
	-3.93

	Condition
	Clostridia_UCG__014
	0.001
	0.064
	4.47

	Condition
	Acidaminococcus
	0.003
	0.091
	-4.47

	Condition
	uncultured
	0.005
	0.131
	-4.95

	Condition
	Lachnospiraceae_ND3007_group
	0.006
	0.131
	4.27

	Condition
	Christensenellaceae_R__7_group
	0.007
	0.131
	4.52

	Condition
	Ruminococcus_gauvreauii_group
	0.011
	0.164
	4.40

	Condition
	Phascolarctobacterium
	0.017
	0.205
	4.33

	Condition
	Lachnospiraceae_FCS020_group
	0.017
	0.205
	-3.50

	Condition
	Methanosphaera
	0.020
	0.209
	3.98

	Condition
	Megasphaera
	0.022
	0.209
	-4.88















(C)
	Treatment
	Genus
	P values
	FDR
	LDAscore

	Diet_condition
	Clostridia_UCG__014
	0.004
	0.205
	4.66

	Diet_condition
	Acidaminococcus
	0.004
	0.205
	4.63

	Diet_condition
	Sutterella
	0.006
	0.205
	4.01

	Diet_condition
	NK4A214_group
	0.019
	0.399
	4.50

	Diet_condition
	Ruminococcus_gauvreauii_group
	0.019
	0.399
	4.60

	Diet_condition
	Shuttleworthia
	0.022
	0.399
	4.30

	Diet_condition
	uncultured
	0.039
	0.422
	5.06

	Diet_condition
	Lachnospiraceae_NK4A136_group
	0.039
	0.422
	4.25

	Diet_condition
	Terrisporobacter
	0.039
	0.422
	4.57

	Diet_condition
	Faecalibacterium
	0.047
	0.457
	4.85

	Diet_condition
	Lachnospiraceae_ND3007_group
	0.056
	0.477
	4.31

	Diet_condition
	Christensenellaceae_R__7_group
	0.058
	0.477
	4.80


FDR = False discovery rate adjusted P value


