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Supplementary Figure S1. Multiple protein alignment of plant VRS1 homologues. The positions of the predicted protein sequence variants identified are highlighted, as are the positions of the three alpha (α) helixes within the homeobox-leucine zipper domain (Panther ID PTHR24326). The causative mutations underlying the six-row vrs1.a1 (E152/f.s. stop), vrs1.a2 (A40/f.s. stop) and vrs1.a3 (F75/L) are highlighted in red. The mutation underlying the two-row deficiens allele is highlighted in purple. Non-conservative amino acid substitutions are underlined. f.s. = frame shift. Stop = premature stop codon. Species abbreviations and protein accession numbers: HvVRS1 (Hordeum vulgare; BAH24152.1), AtaHOX1 (Aegilops tauschii; AET2Gv20863900.1), SceHOX1 (Secale cereale; SECCE2Rv1G0113870.1), TaeHOX1-B (Triticum aestivum; TraesCS2B02G405700.1), TaeHOX1-D (Triticum aestivum; TraesCS2D02G385500.2), TaeHOX1-A (Triticum aestivum; TraesCSU02G009800.2), TurHOX1 (Triticum urartu; TuG1812G0200004383.01.T01), OsaHOX1 (Oryza sativa; BGIOSGA026014-PA), SitHOX1 (Setaria italica; KQL26425), ZmaHOX1-1 (Zea mays; Zm00001eb107800_P001), SbiHOX1 (Sorghum bicolor;  EER97443), ZmaHOX1-2 (Zea mays; Zm00001eb325630_P003), AthHB53 (Arabidopsis thaliana; AT5G66700.1), VfaHOX1 (Vicia faba; Vfaba.Hedin2.R1.1g361760.1), LsaHOX1 (Lathyrus sativus; CAK8539850.1), PsaHOX1 (Pisum sativum; Psat2g161280.1.cds), AthHB21 (Arabidopsis thaliana; AT2G18550.1), AthHB40 (Arabidopsis thaliana; AT4G36740.1), PsoHOX1 (Papaver somniferum; RZC55109), PpeHOX1 (Prunus persica; ONH96752), VviHOX1 (Vitis vinifera; Vitis04g01393.t01.CDS).

image1.emf
HvVRS1         --------------------------------------------------------MDKH4AtaHOX1        QTRTFASSSTSALRPVVLPSIQFLTTPRAQPTVSPLPLIFQFQPSLLSPPQLRTPGMDNQ60SceHOX1        --------------------------------------------------------MDNQ4TaeHOX1-B      --------------------------------------------------------MDNQ4TaeHOX1-D      --------------------------------------------------------MDNQ4TaeHOX1-A      --------------------------------------------------------MDNQ4TurHOX1        --------------------------------------------------------MDNQ4OsaHOX1        --------------------------------------------------MDRYGEKQQQ10SitHOX1        --------------------------------------------------MEQYDEL---7ZmaHOX1-1      --------------------------------------------------MEQYDGL---7SbiHOX1        --------------------------------------------------MEEYDGL---7ZmaHOX1-2      --------------------------------------------------MEQYDGL---7AthHB53        --------------------------------------------------MDHGRLMDDQ10VfaHOX1        ----------------------------------------------------MNHYQQDQ8LsaHOX1        ----------------------------------------------------MNHYQQDQ8PsaHOX1        ----------------------------------------------------MNHYQQDQ8AthHB21        ---------------------------------------------------MNNQNVDDH9AthHB40        ----------------------------------------------------MNYTVDDQ8PsoHOX1        -----------------------------------------MSSSYTTSDEILGMDDQNQ19PpeHOX1        ---------------------------------------------MTTKTNHQVVEEDDH15VviHOX1        ---------------------------------------------MTTAMNQ---QVQDH12

HvVRS1         QL-----FDS-SNVDTT-----FFAANGTAQGDTSKQRARRRRRRSARCGGGDGDGGEMD 53

AtaHOX1        QL-----FGS-SYVDTS-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGGEMD 108

SceHOX1        QL-----FGS-SYVGTP-----FFAVNGTAQQES-QPKARRRRRRAARCG------GEMD 46

TaeHOX1-

B      QL-----FGS-SYVDAP-----FFAANGTAQRES-QPKARRRRRKAARCGGGDGNGGEMD 52

TaeHOX1-

D      QL-----FGS-SYVDTS-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGGEMD 52

TaeHOX1-

A      QL-----FGS-SYVDTP-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGWEMD 52

TurHOX1        QL-----FGS-SYVDTR-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGWEMD 52

OsaHOX1        QQ-----MFA-SYVDAS-----LLAASGEVQG--ERPRARRRRRRGARCVGG-GGGGGEV 56

SitHOX1        -------FPS-AYVDSSSPIMVPN--GGAALG--ERPRARRRRRRAARCGGD-G--GELD 52

ZmaHOX1-

1      -------FPS-AYADSSSSLLMPN--GSKAQG--ERPRARRRRRRAAWCG---G--GELD 50

SbiHOX1        -------FPS-AYVDSSSSLLV---PNGTAQG--ERPRARRRRRRAPRCGG--G--GDLD 50

ZmaHOX1-

2      -------FPP-AYVDSSSSLLLVPNANGTAQE--ERPRARRRRRRAARCGGG-G--GELD 54

AthHB53        MMLGSQVYPYTTQPQNSHCII-VN--QID-GGEESKPVKRRRKRRSKGS-SATNEEDVAE 65

VfaHOX1        MMLISQLFPASAHAYT--DTV-SQ--Q-----VEKKPR--RKRNKKSKG-------GENT 49

LsaHOX1        MMLISQLFPASAHAYT--DIP-SQ--Q-----VEKKQR--RRRNKKSKG-------GDNT 49

PsaHOX1        MMLISQLFPATAHAYT--DTA-SQ--Q-----VEKKQR--RRRNKKSKG-------GDNT 49

AthHB21        NLLLISQLYP--NVYT--PLV-PQ--Q----GGEAKPT--RRRKRKSKS-VVVAEEGENE 55

AthHB40        NMAFISQLYP--DVYT--QIV-QP-------GEVKQPK--RRRKKTKGS-V----ASADG 49

PsoHOX1        MLLFSQQFYP--DSYN--QLI-PQ--EIKLESSETKPK--RRRRKNKGG-DVLSSEDIKV 69

PpeHOX1        MLLISHLYPS--DVYT--QIV-PQ--Q-----GASKPK--RRRKKSKSG-EA-------- 52

VviHOX1        MELFTHMYPG---LYT--QAM-PE--Q-----GEAKVR--RRRKKSKGE--S-------- 47

:    *::.:               

HvVRS1         GGGDPKKRRLTDEQAEILELSFREDRKLETARKVYLAAELGLDPKQVAVWFQNRRARHKN113AtaHOX1        EGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS168SceHOX1        GGGDPKKRRLTDEQAEMLELSFQEERKLETGRKVYLAAELGIDPKQVAVWFQNRRARHKS106TaeHOX1-B      GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112TaeHOX1-D      EGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112TaeHOX1-A      GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQYRRARHKS112TurHOX1        GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112OsaHOX1        DGGDPKKRRLSDEQVEMLELSFREERKLETGRKVHLASELGLDPKQVAVWFQNRRARHKS116SitHOX1        GGGDPKKRRLSDEQVEALELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS112ZmaHOX1-1      GGGDPKKRRLSDEQAEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS110SbiHOX1        GGGDPKKRRLSDEQVEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS110ZmaHOX1-2      GGGDHKKRRLTDEQVEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS114AthHB53        IGGMLRKRKLTDEQVNMLEYSFGNEHKLESGRKEKIAGELGLDPRQVAVWFQNRRARWKN125VfaHOX1        ANEMNKKRKLSEKQMILLEQHFGNEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109LsaHOX1        ANEMNKKRKLSEKQVILLEEHFGNEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109PsaHOX1        ANEMNKKRKLSEKQVILLEEHFGSEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109AthHB21        GNGWFRKRKLSDEQVRMLEISFEDDHKLESERKDRLASELGLDPRQVAVWFQNRRARWKN115AthHB40        GNGLFRKRKLTDEQVNMLEMSFGDEHKLESERKDRLAAELGLDPRQVAVWFQNRRARWKN109PsoHOX1        GNSLMKKRKLTDLQVTLLEQNFGDEHKLESERKDKLAAELGLDPRQVAVWFQNRRARWKN129PpeHOX1        GGAGLKKRKLTAEQVNLLELNFGNEHKLESEKKDRLASELGLDPRQVAVWFQNRRARWKN112VviHOX1        SSGCARKRKLSEEQVTHLELNFGNEHKLESERKDKIASELGLDPRQVAVWFQNRRARWKS107.   :**:*:  *   **  * .::***: :*  :* ***:**:******* **** *.HvVRS1         KTLEEEFARLKHAHDAAILHKCHLENELLRLKERLGATEQEVRRLRSAAGSHGASVDGGH173AtaHOX1        KTLEQEFARLKHAHDADILHKCHLENEVLRLKEKLRATEEEVQRLRSAAGCHGASADGGD228SceHOX1        KTLEREFARLKQAHDADILHKCHLENEVLRLKEKLRATEEEVQRLRSAAGSHGAAADGGD166TaeHOX1-B      KTLEQEFTRLKHAHDADILHKCHLQNEVLRLKERLRATEEEVQRLRSAAGSHGASGDGGD172TaeHOX1-D      KTLEQEFARLKHAHDADILHKCHLENELLRLKEKLRATEEEVQRLRSAAGCHGASADGGD172TaeHOX1-A      KTLEQEFARLKHAHDAAILHKCHLENEVLRLKEKLRATAEEVQRLRSAAGIH---ADGGD169TurHOX1        KTLEQEFARLKHAHDAAILHKCHLENEVLRLKEKLRATAEEVQRLRSAAGIH---ANGGD169OsaHOX1        KLLEEEFSKLKHAHDAAILHKCHLENEVLRLKERLVVAEEEVRRLRSAAGSHTASGEGGD176SitHOX1        KLLEEEFGKLKQAHDAAILHKCHLENEVMRLKERLEITEEELARLRSAAGSHAVSGDGGD172ZmaHOX1-1      KLLEEEFAKLKQAHDATILHKCHLENELMRVKDRLVLAEEELARFRS-VGSHAISGDGGD169SbiHOX1        KLLEEEFAKLKQAHDAAILHKCHLENEVMRLKERLVLAEEELTRFRS-AGSHAVSGDGGD169ZmaHOX1-2      KLLEEEFAKLKQAHDAAILHKCHLENEVMRLKDKLVLAEEELTRFRS-AGNHAVSGDGGD173AthHB53        KKLEEEYAKLKNHHDNVVLGQCQLESQILKLTEQLSEAQSEIRKLSERLEE---------176VfaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREHVEV---------160LsaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREPIEV---------160PsaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREPIEV---------160AthHB21        KRVEDEYTKLKNAYETTVVEKCRLDSEVIHLKEQLYEAEREIQRLAKRVEG---------166AthHB40        KRLEEEYNKLKNSHDNVVVDKCRLESEVIQLKEQLYDAEREIQRLAERVEG---------160PsoHOX1        KKLEEEYSKLKSSHDNVILQKCHLEAEVLQLKERLSETEKELRRVTEQFDG---------180PpeHOX1        KKLEEEYSNLKKEHDSTVSENRKLESEMSKLKEQISEAEKEIRRLSERVDH---------163VviHOX1        KKLEEEFSKLKIVHESVVVEKCRLETEVLTLKEQLSDAEKEIRRLSERSDG---------158* :* *: .**  ::  :  :  *: ::  : :::  :  *: :. .             HvVRS1         AAG---AVGVCGGSPSSSFSTGTCQQQPGF-SGADVL--GRDDDLMM-C----------V216AtaHOX1        SAG---AVSVCGGSPGSFFSTGTCQQH---------------------------------252SceHOX1        SAG---AVSVCGGNPGWSFSTGNYQQHPGF-SGTDVL--VPDNDLMM-C----------V209TaeHOX1-B      AAG---AVSVCGGSPGSSFSTGTWQQHLGF-SGANEL--GTDDDLMM-C----------V215TaeHOX1-D      SAG---AVSVCGGSPGSFFSTGTCQQHPGF-SGADVL--RPDDDLMM-C----------V215TaeHOX1-A      SAG---AVSVCGGSPRSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212TurHOX1        SAG---AVSVCGGSPGSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212OsaHOX1        IMGLGGSGACVAGSPSSSFSTGTCQPPSFG--GGDHL--GD-DDLVY-VPEYGGYADNSV230SitHOX1        -AM---GRVVCSGSPSSSFSTGTCQQPGVR----DHL--GD-DDLLY-VPDYACYPDNSV220ZmaHOX1-1      AMM---GRAVCSGSPSSSFSTGTCQQPGD-------------DDLLY-FPDYAYADNSVV212SbiHOX1        -IM---GRAVCSGSPSSSFSTGTCHQPGVDVGGGDHL--GDDDQLLY-VPDYAYADNSVV222ZmaHOX1-2      -VM---ARAVCSGSPSSSFSTGTCQQPGGGGGGGDHL--GDD-DLLY-VPDYAYADSSVV225AthHB53        ------MPTNSSSS---SLSVEANNAPT---DFELAP-ETNYNIPFY-MLDNNYLQS--M220VfaHOX1        ------VPTNSSSTSSMSQSMEVMEPPPFFDEFEVDN--VYNDNVFL----MPYFNG--I206LsaHOX1        ------VPTNSSSTSSMSHSMEVVEPPPFFDEFEADN--VYNDNVFL----MPYFND--I206PsaHOX1        ------VPTNSSSTSSISQSMEVMEPPPFFDEFEADN--VYNDNVFL----MPYFDS--I206AthHB21        ------TLSNSPIS--SSVTIEANHTTPFFGDYDIGFDGEADENLLYS---PDYIDG--L213AthHB40        ------GSSNSPIS--SSVSVEAN-ETPFFGDYKVGDDGDDYDHLFYPVPENSYIDE--A209PsoHOX1        ------VSICSPNS--SFSV--DVEQHYLGGEFNMVE--AGYDNLLY-IPENNWVNL--Y225PpeHOX1        ------GGSSNSPS--SSLSMDAIDPPF-LGEFG-VE---EYDDVFY-MPQNNYIHG--M207VviHOX1        ------VSSNSPTS--SLSNAVDVDPPF-FGEFG-VV--DGLDNVFY-IPENNYVSG--M203.                                              HvVRS1         PEWFLA----222AtaHOX1        ----------252SceHOX1        PEWFFA----215TaeHOX1-B      PDCFFA----221TaeHOX1-D      PEWFFA----221TaeHOX1-A      PEWFFA----218TurHOX1        PEWFFA----218OsaHOX1        VEWFSLYGLI240SitHOX1        VEWFSLYGLM230ZmaHOX1-1      DEWFRMYGLM222SbiHOX1        -EWFSLYGLM231ZmaHOX1-2      -EWFSLYGLM234AthHB53        EYWDGLYV--228VfaHOX1        E-WTYI----211LsaHOX1        E-WTYI----211PsaHOX1        E-WTYI----211AthHB21        D-WMSQFM--220AthHB40        E-WMSLYI--216PsoHOX1        G-F-------227PpeHOX1        E-WMNLYM--214VviHOX1        E-WGYLYDM-211

HvVRS1         --------------------------------------------------------MDKH

4

AtaHOX1        QTRTFASSSTSALRPVVLPSIQFLTTPRAQPTVSPLPLIFQFQPSLLSPPQLRTPGMDNQ

60

SceHOX1        --------------------------------------------------------MDNQ

4

TaeHOX1-B      --------------------------------------------------------MDNQ

4

TaeHOX1-D      --------------------------------------------------------MDNQ

4

TaeHOX1-A      --------------------------------------------------------MDNQ

4

TurHOX1        --------------------------------------------------------MDNQ

4

OsaHOX1        --------------------------------------------------MDRYGEKQQQ

10

SitHOX1        --------------------------------------------------MEQYDEL---

7

ZmaHOX1-1      --------------------------------------------------MEQYDGL---

7

SbiHOX1        --------------------------------------------------MEEYDGL---

7

ZmaHOX1-2      --------------------------------------------------MEQYDGL---

7

AthHB53        --------------------------------------------------MDHGRLMDDQ

10

VfaHOX1        ----------------------------------------------------MNHYQQDQ

8

LsaHOX1        ----------------------------------------------------MNHYQQDQ

8

PsaHOX1        ----------------------------------------------------MNHYQQDQ

8

AthHB21        ---------------------------------------------------MNNQNVDDH

9

AthHB40        ----------------------------------------------------MNYTVDDQ

8

PsoHOX1        -----------------------------------------MSSSYTTSDEILGMDDQNQ

19

PpeHOX1        ---------------------------------------------MTTKTNHQVVEEDDH

15

VviHOX1        ---------------------------------------------MTTAMNQ---QVQDH

12HvVRS1         QL-----FDS-SNVDTT-----FFAANGTAQGDTSKQRARRRRRRSARCGGGDGDGGEMD53AtaHOX1        QL-----FGS-SYVDTS-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGGEMD108SceHOX1        QL-----FGS-SYVGTP-----FFAVNGTAQQES-QPKARRRRRRAARCG------GEMD46TaeHOX1-B      QL-----FGS-SYVDAP-----FFAANGTAQRES-QPKARRRRRKAARCGGGDGNGGEMD52TaeHOX1-D      QL-----FGS-SYVDTS-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGGEMD52TaeHOX1-A      QL-----FGS-SYVDTP-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGWEMD52TurHOX1        QL-----FGS-SYVDTR-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGWEMD52OsaHOX1        QQ-----MFA-SYVDAS-----LLAASGEVQG--ERPRARRRRRRGARCVGG-GGGGGEV56SitHOX1        -------FPS-AYVDSSSPIMVPN--GGAALG--ERPRARRRRRRAARCGGD-G--GELD52ZmaHOX1-1      -------FPS-AYADSSSSLLMPN--GSKAQG--ERPRARRRRRRAAWCG---G--GELD50SbiHOX1        -------FPS-AYVDSSSSLLV---PNGTAQG--ERPRARRRRRRAPRCGG--G--GDLD50ZmaHOX1-2      -------FPP-AYVDSSSSLLLVPNANGTAQE--ERPRARRRRRRAARCGGG-G--GELD54AthHB53        MMLGSQVYPYTTQPQNSHCII-VN--QID-GGEESKPVKRRRKRRSKGS-SATNEEDVAE65VfaHOX1        MMLISQLFPASAHAYT--DTV-SQ--Q-----VEKKPR--RKRNKKSKG-------GENT49LsaHOX1        MMLISQLFPASAHAYT--DIP-SQ--Q-----VEKKQR--RRRNKKSKG-------GDNT49PsaHOX1        MMLISQLFPATAHAYT--DTA-SQ--Q-----VEKKQR--RRRNKKSKG-------GDNT49AthHB21        NLLLISQLYP--NVYT--PLV-PQ--Q----GGEAKPT--RRRKRKSKS-VVVAEEGENE55AthHB40        NMAFISQLYP--DVYT--QIV-QP-------GEVKQPK--RRRKKTKGS-V----ASADG49PsoHOX1        MLLFSQQFYP--DSYN--QLI-PQ--EIKLESSETKPK--RRRRKNKGG-DVLSSEDIKV69PpeHOX1        MLLISHLYPS--DVYT--QIV-PQ--Q-----GASKPK--RRRKKSKSG-EA--------52VviHOX1        MELFTHMYPG---LYT--QAM-PE--Q-----GEAKVR--RRRKKSKGE--S--------47:    *::.:               HvVRS1         GGGDPKKRRLTDEQAEILELSFREDRKLETARKVYLAAELGLDPKQVAVWFQNRRARHKN113AtaHOX1        EGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS168SceHOX1        GGGDPKKRRLTDEQAEMLELSFQEERKLETGRKVYLAAELGIDPKQVAVWFQNRRARHKS106TaeHOX1-B      GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112TaeHOX1-D      EGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112TaeHOX1-A      GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQYRRARHKS112TurHOX1        GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112OsaHOX1        DGGDPKKRRLSDEQVEMLELSFREERKLETGRKVHLASELGLDPKQVAVWFQNRRARHKS116SitHOX1        GGGDPKKRRLSDEQVEALELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS112ZmaHOX1-1      GGGDPKKRRLSDEQAEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS110SbiHOX1        GGGDPKKRRLSDEQVEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS110ZmaHOX1-2      GGGDHKKRRLTDEQVEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS114AthHB53        IGGMLRKRKLTDEQVNMLEYSFGNEHKLESGRKEKIAGELGLDPRQVAVWFQNRRARWKN125VfaHOX1        ANEMNKKRKLSEKQMILLEQHFGNEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109LsaHOX1        ANEMNKKRKLSEKQVILLEEHFGNEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109PsaHOX1        ANEMNKKRKLSEKQVILLEEHFGSEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109AthHB21        GNGWFRKRKLSDEQVRMLEISFEDDHKLESERKDRLASELGLDPRQVAVWFQNRRARWKN115AthHB40        GNGLFRKRKLTDEQVNMLEMSFGDEHKLESERKDRLAAELGLDPRQVAVWFQNRRARWKN109PsoHOX1        GNSLMKKRKLTDLQVTLLEQNFGDEHKLESERKDKLAAELGLDPRQVAVWFQNRRARWKN129PpeHOX1        GGAGLKKRKLTAEQVNLLELNFGNEHKLESEKKDRLASELGLDPRQVAVWFQNRRARWKN112VviHOX1        SSGCARKRKLSEEQVTHLELNFGNEHKLESERKDKIASELGLDPRQVAVWFQNRRARWKS107.   :**:*:  *   **  * .::***: :*  :* ***:**:******* **** *.HvVRS1         KTLEEEFARLKHAHDAAILHKCHLENELLRLKERLGATEQEVRRLRSAAGSHGASVDGGH173AtaHOX1        KTLEQEFARLKHAHDADILHKCHLENEVLRLKEKLRATEEEVQRLRSAAGCHGASADGGD228SceHOX1        KTLEREFARLKQAHDADILHKCHLENEVLRLKEKLRATEEEVQRLRSAAGSHGAAADGGD166TaeHOX1-B      KTLEQEFTRLKHAHDADILHKCHLQNEVLRLKERLRATEEEVQRLRSAAGSHGASGDGGD172TaeHOX1-D      KTLEQEFARLKHAHDADILHKCHLENELLRLKEKLRATEEEVQRLRSAAGCHGASADGGD172TaeHOX1-A      KTLEQEFARLKHAHDAAILHKCHLENEVLRLKEKLRATAEEVQRLRSAAGIH---ADGGD169TurHOX1        KTLEQEFARLKHAHDAAILHKCHLENEVLRLKEKLRATAEEVQRLRSAAGIH---ANGGD169OsaHOX1        KLLEEEFSKLKHAHDAAILHKCHLENEVLRLKERLVVAEEEVRRLRSAAGSHTASGEGGD176SitHOX1        KLLEEEFGKLKQAHDAAILHKCHLENEVMRLKERLEITEEELARLRSAAGSHAVSGDGGD172ZmaHOX1-1      KLLEEEFAKLKQAHDATILHKCHLENELMRVKDRLVLAEEELARFRS-VGSHAISGDGGD169SbiHOX1        KLLEEEFAKLKQAHDAAILHKCHLENEVMRLKERLVLAEEELTRFRS-AGSHAVSGDGGD169ZmaHOX1-2      KLLEEEFAKLKQAHDAAILHKCHLENEVMRLKDKLVLAEEELTRFRS-AGNHAVSGDGGD173AthHB53        KKLEEEYAKLKNHHDNVVLGQCQLESQILKLTEQLSEAQSEIRKLSERLEE---------176VfaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREHVEV---------160LsaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREPIEV---------160PsaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREPIEV---------160AthHB21        KRVEDEYTKLKNAYETTVVEKCRLDSEVIHLKEQLYEAEREIQRLAKRVEG---------166AthHB40        KRLEEEYNKLKNSHDNVVVDKCRLESEVIQLKEQLYDAEREIQRLAERVEG---------160PsoHOX1        KKLEEEYSKLKSSHDNVILQKCHLEAEVLQLKERLSETEKELRRVTEQFDG---------180PpeHOX1        KKLEEEYSNLKKEHDSTVSENRKLESEMSKLKEQISEAEKEIRRLSERVDH---------163VviHOX1        KKLEEEFSKLKIVHESVVVEKCRLETEVLTLKEQLSDAEKEIRRLSERSDG---------158* :* *: .**  ::  :  :  *: ::  : :::  :  *: :. .             HvVRS1         AAG---AVGVCGGSPSSSFSTGTCQQQPGF-SGADVL--GRDDDLMM-C----------V216AtaHOX1        SAG---AVSVCGGSPGSFFSTGTCQQH---------------------------------252SceHOX1        SAG---AVSVCGGNPGWSFSTGNYQQHPGF-SGTDVL--VPDNDLMM-C----------V209TaeHOX1-B      AAG---AVSVCGGSPGSSFSTGTWQQHLGF-SGANEL--GTDDDLMM-C----------V215TaeHOX1-D      SAG---AVSVCGGSPGSFFSTGTCQQHPGF-SGADVL--RPDDDLMM-C----------V215TaeHOX1-A      SAG---AVSVCGGSPRSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212TurHOX1        SAG---AVSVCGGSPGSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212OsaHOX1        IMGLGGSGACVAGSPSSSFSTGTCQPPSFG--GGDHL--GD-DDLVY-VPEYGGYADNSV230SitHOX1        -AM---GRVVCSGSPSSSFSTGTCQQPGVR----DHL--GD-DDLLY-VPDYACYPDNSV220ZmaHOX1-1      AMM---GRAVCSGSPSSSFSTGTCQQPGD-------------DDLLY-FPDYAYADNSVV212SbiHOX1        -IM---GRAVCSGSPSSSFSTGTCHQPGVDVGGGDHL--GDDDQLLY-VPDYAYADNSVV222ZmaHOX1-2      -VM---ARAVCSGSPSSSFSTGTCQQPGGGGGGGDHL--GDD-DLLY-VPDYAYADSSVV225AthHB53        ------MPTNSSSS---SLSVEANNAPT---DFELAP-ETNYNIPFY-MLDNNYLQS--M220VfaHOX1        ------VPTNSSSTSSMSQSMEVMEPPPFFDEFEVDN--VYNDNVFL----MPYFNG--I206LsaHOX1        ------VPTNSSSTSSMSHSMEVVEPPPFFDEFEADN--VYNDNVFL----MPYFND--I206PsaHOX1        ------VPTNSSSTSSISQSMEVMEPPPFFDEFEADN--VYNDNVFL----MPYFDS--I206AthHB21        ------TLSNSPIS--SSVTIEANHTTPFFGDYDIGFDGEADENLLYS---PDYIDG--L213AthHB40        ------GSSNSPIS--SSVSVEAN-ETPFFGDYKVGDDGDDYDHLFYPVPENSYIDE--A209PsoHOX1        ------VSICSPNS--SFSV--DVEQHYLGGEFNMVE--AGYDNLLY-IPENNWVNL--Y225PpeHOX1        ------GGSSNSPS--SSLSMDAIDPPF-LGEFG-VE---EYDDVFY-MPQNNYIHG--M207VviHOX1        ------VSSNSPTS--SLSNAVDVDPPF-FGEFG-VV--DGLDNVFY-IPENNYVSG--M203.                                              HvVRS1         PEWFLA----222AtaHOX1        ----------252SceHOX1        PEWFFA----215TaeHOX1-B      PDCFFA----221TaeHOX1-D      PEWFFA----221TaeHOX1-A      PEWFFA----218TurHOX1        PEWFFA----218OsaHOX1        VEWFSLYGLI240SitHOX1        VEWFSLYGLM230ZmaHOX1-1      DEWFRMYGLM222SbiHOX1        -EWFSLYGLM231ZmaHOX1-2      -EWFSLYGLM234AthHB53        EYWDGLYV--228VfaHOX1        E-WTYI----211LsaHOX1        E-WTYI----211PsaHOX1        E-WTYI----211AthHB21        D-WMSQFM--220AthHB40        E-WMSLYI--216PsoHOX1        G-F-------227PpeHOX1        E-WMNLYM--214VviHOX1        E-WGYLYDM-211
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HvVRS1         PEWFLA----222AtaHOX1        ----------252SceHOX1        PEWFFA----215TaeHOX1-B      PDCFFA----221TaeHOX1-D      PEWFFA----221TaeHOX1-A      PEWFFA----218TurHOX1        PEWFFA----218OsaHOX1        VEWFSLYGLI240SitHOX1        VEWFSLYGLM230ZmaHOX1-1      DEWFRMYGLM222SbiHOX1        -EWFSLYGLM231ZmaHOX1-2      -EWFSLYGLM234AthHB53        EYWDGLYV--228VfaHOX1        E-WTYI----211LsaHOX1        E-WTYI----211PsaHOX1        E-WTYI----211AthHB21        D-WMSQFM--220AthHB40        E-WMSLYI--216PsoHOX1        G-F-------227PpeHOX1        E-WMNLYM--214VviHOX1        E-WGYLYDM-211HvVRS1         --------------------------------------------------------MDKH4AtaHOX1        QTRTFASSSTSALRPVVLPSIQFLTTPRAQPTVSPLPLIFQFQPSLLSPPQLRTPGMDNQ60SceHOX1        --------------------------------------------------------MDNQ4TaeHOX1-B      --------------------------------------------------------MDNQ4TaeHOX1-D      --------------------------------------------------------MDNQ4TaeHOX1-A      --------------------------------------------------------MDNQ4TurHOX1        --------------------------------------------------------MDNQ4OsaHOX1        --------------------------------------------------MDRYGEKQQQ10SitHOX1        --------------------------------------------------MEQYDEL---7ZmaHOX1-1      --------------------------------------------------MEQYDGL---7SbiHOX1        --------------------------------------------------MEEYDGL---7ZmaHOX1-2      --------------------------------------------------MEQYDGL---7AthHB53        --------------------------------------------------MDHGRLMDDQ10VfaHOX1        ----------------------------------------------------MNHYQQDQ8LsaHOX1        ----------------------------------------------------MNHYQQDQ8PsaHOX1        ----------------------------------------------------MNHYQQDQ8AthHB21        ---------------------------------------------------MNNQNVDDH9AthHB40        ----------------------------------------------------MNYTVDDQ8PsoHOX1        -----------------------------------------MSSSYTTSDEILGMDDQNQ19PpeHOX1        ---------------------------------------------MTTKTNHQVVEEDDH15VviHOX1        ---------------------------------------------MTTAMNQ---QVQDH12HvVRS1         QL-----FDS-SNVDTT-----FFAANGTAQGDTSKQRARRRRRRSARCGGGDGDGGEMD53AtaHOX1        QL-----FGS-SYVDTS-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGGEMD108SceHOX1        QL-----FGS-SYVGTP-----FFAVNGTAQQES-QPKARRRRRRAARCG------GEMD46TaeHOX1-B      QL-----FGS-SYVDAP-----FFAANGTAQRES-QPKARRRRRKAARCGGGDGNGGEMD52TaeHOX1-D      QL-----FGS-SYVDTS-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGGEMD52TaeHOX1-A      QL-----FGS-SYVDTP-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGWEMD52TurHOX1        QL-----FGS-SYVDTR-----FFAANGTAQRES-QPKARRRRRRAARCGGGDGNGWEMD52OsaHOX1        QQ-----MFA-SYVDAS-----LLAASGEVQG--ERPRARRRRRRGARCVGG-GGGGGEV56SitHOX1        -------FPS-AYVDSSSPIMVPN--GGAALG--ERPRARRRRRRAARCGGD-G--GELD52ZmaHOX1-1      -------FPS-AYADSSSSLLMPN--GSKAQG--ERPRARRRRRRAAWCG---G--GELD50SbiHOX1        -------FPS-AYVDSSSSLLV---PNGTAQG--ERPRARRRRRRAPRCGG--G--GDLD50ZmaHOX1-2      -------FPP-AYVDSSSSLLLVPNANGTAQE--ERPRARRRRRRAARCGGG-G--GELD54AthHB53        MMLGSQVYPYTTQPQNSHCII-VN--QID-GGEESKPVKRRRKRRSKGS-SATNEEDVAE65VfaHOX1        MMLISQLFPASAHAYT--DTV-SQ--Q-----VEKKPR--RKRNKKSKG-------GENT49LsaHOX1        MMLISQLFPASAHAYT--DIP-SQ--Q-----VEKKQR--RRRNKKSKG-------GDNT49PsaHOX1        MMLISQLFPATAHAYT--DTA-SQ--Q-----VEKKQR--RRRNKKSKG-------GDNT49AthHB21        NLLLISQLYP--NVYT--PLV-PQ--Q----GGEAKPT--RRRKRKSKS-VVVAEEGENE55AthHB40        NMAFISQLYP--DVYT--QIV-QP-------GEVKQPK--RRRKKTKGS-V----ASADG49PsoHOX1        MLLFSQQFYP--DSYN--QLI-PQ--EIKLESSETKPK--RRRRKNKGG-DVLSSEDIKV69PpeHOX1        MLLISHLYPS--DVYT--QIV-PQ--Q-----GASKPK--RRRKKSKSG-EA--------52VviHOX1        MELFTHMYPG---LYT--QAM-PE--Q-----GEAKVR--RRRKKSKGE--S--------47:    *::.:               HvVRS1         GGGDPKKRRLTDEQAEILELSFREDRKLETARKVYLAAELGLDPKQVAVWFQNRRARHKN113AtaHOX1        EGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS168SceHOX1        GGGDPKKRRLTDEQAEMLELSFQEERKLETGRKVYLAAELGIDPKQVAVWFQNRRARHKS106TaeHOX1-B      GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112TaeHOX1-D      EGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112TaeHOX1-A      GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQYRRARHKS112TurHOX1        GGGDPKKRRLTDEQAEMLELSFREERKLETGRKVYLAAELGLDPKQVAVWFQNRRARHKS112OsaHOX1        DGGDPKKRRLSDEQVEMLELSFREERKLETGRKVHLASELGLDPKQVAVWFQNRRARHKS116SitHOX1        GGGDPKKRRLSDEQVEALELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS112ZmaHOX1-1      GGGDPKKRRLSDEQAEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS110SbiHOX1        GGGDPKKRRLSDEQVEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS110ZmaHOX1-2      GGGDHKKRRLTDEQVEMLELSFREERKLETGRKVHLAAELGLDPKQVAVWFQNRRARHKS114AthHB53        IGGMLRKRKLTDEQVNMLEYSFGNEHKLESGRKEKIAGELGLDPRQVAVWFQNRRARWKN125VfaHOX1        ANEMNKKRKLSEKQMILLEQHFGNEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109LsaHOX1        ANEMNKKRKLSEKQVILLEEHFGNEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109PsaHOX1        ANEMNKKRKLSEKQVILLEEHFGSEHKLESERKDKLAMELGLDPRQVAVWFQNRRARWKN109AthHB21        GNGWFRKRKLSDEQVRMLEISFEDDHKLESERKDRLASELGLDPRQVAVWFQNRRARWKN115AthHB40        GNGLFRKRKLTDEQVNMLEMSFGDEHKLESERKDRLAAELGLDPRQVAVWFQNRRARWKN109PsoHOX1        GNSLMKKRKLTDLQVTLLEQNFGDEHKLESERKDKLAAELGLDPRQVAVWFQNRRARWKN129PpeHOX1        GGAGLKKRKLTAEQVNLLELNFGNEHKLESEKKDRLASELGLDPRQVAVWFQNRRARWKN112VviHOX1        SSGCARKRKLSEEQVTHLELNFGNEHKLESERKDKIASELGLDPRQVAVWFQNRRARWKS107.   :**:*:  *   **  * .::***: :*  :* ***:**:******* **** *.HvVRS1         KTLEEEFARLKHAHDAAILHKCHLENELLRLKERLGATEQEVRRLRSAAGSHGASVDGGH173AtaHOX1        KTLEQEFARLKHAHDADILHKCHLENEVLRLKEKLRATEEEVQRLRSAAGCHGASADGGD228SceHOX1        KTLEREFARLKQAHDADILHKCHLENEVLRLKEKLRATEEEVQRLRSAAGSHGAAADGGD166TaeHOX1-B      KTLEQEFTRLKHAHDADILHKCHLQNEVLRLKERLRATEEEVQRLRSAAGSHGASGDGGD172TaeHOX1-D      KTLEQEFARLKHAHDADILHKCHLENELLRLKEKLRATEEEVQRLRSAAGCHGASADGGD172TaeHOX1-A      KTLEQEFARLKHAHDAAILHKCHLENEVLRLKEKLRATAEEVQRLRSAAGIH---ADGGD169TurHOX1        KTLEQEFARLKHAHDAAILHKCHLENEVLRLKEKLRATAEEVQRLRSAAGIH---ANGGD169OsaHOX1        KLLEEEFSKLKHAHDAAILHKCHLENEVLRLKERLVVAEEEVRRLRSAAGSHTASGEGGD176SitHOX1        KLLEEEFGKLKQAHDAAILHKCHLENEVMRLKERLEITEEELARLRSAAGSHAVSGDGGD172ZmaHOX1-1      KLLEEEFAKLKQAHDATILHKCHLENELMRVKDRLVLAEEELARFRS-VGSHAISGDGGD169SbiHOX1        KLLEEEFAKLKQAHDAAILHKCHLENEVMRLKERLVLAEEELTRFRS-AGSHAVSGDGGD169ZmaHOX1-2      KLLEEEFAKLKQAHDAAILHKCHLENEVMRLKDKLVLAEEELTRFRS-AGNHAVSGDGGD173AthHB53        KKLEEEYAKLKNHHDNVVLGQCQLESQILKLTEQLSEAQSEIRKLSERLEE---------176VfaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREHVEV---------160LsaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREPIEV---------160PsaHOX1        KKLEEEYTNLKKFHESTMLEKCLLETEVLKLREQLSEAEKEIQRLREPIEV---------160AthHB21        KRVEDEYTKLKNAYETTVVEKCRLDSEVIHLKEQLYEAEREIQRLAKRVEG---------166AthHB40        KRLEEEYNKLKNSHDNVVVDKCRLESEVIQLKEQLYDAEREIQRLAERVEG---------160PsoHOX1        KKLEEEYSKLKSSHDNVILQKCHLEAEVLQLKERLSETEKELRRVTEQFDG---------180PpeHOX1        KKLEEEYSNLKKEHDSTVSENRKLESEMSKLKEQISEAEKEIRRLSERVDH---------163VviHOX1        KKLEEEFSKLKIVHESVVVEKCRLETEVLTLKEQLSDAEKEIRRLSERSDG---------158* :* *: .**  ::  :  :  *: ::  : :::  :  *: :. .             HvVRS1         AAG---AVGVCGGSPSSSFSTGTCQQQPGF-SGADVL--GRDDDLMM-C----------V216AtaHOX1        SAG---AVSVCGGSPGSFFSTGTCQQH---------------------------------252SceHOX1        SAG---AVSVCGGNPGWSFSTGNYQQHPGF-SGTDVL--VPDNDLMM-C----------V209TaeHOX1-B      AAG---AVSVCGGSPGSSFSTGTWQQHLGF-SGANEL--GTDDDLMM-C----------V215TaeHOX1-D      SAG---AVSVCGGSPGSFFSTGTCQQHPGF-SGADVL--RPDDDLMM-C----------V215TaeHOX1-A      SAG---AVSVCGGSPRSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212TurHOX1        SAG---AVSVCGGSPGSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212OsaHOX1        IMGLGGSGACVAGSPSSSFSTGTCQPPSFG--GGDHL--GD-DDLVY-VPEYGGYADNSV230SitHOX1        -AM---GRVVCSGSPSSSFSTGTCQQPGVR----DHL--GD-DDLLY-VPDYACYPDNSV220ZmaHOX1-1      AMM---GRAVCSGSPSSSFSTGTCQQPGD-------------DDLLY-FPDYAYADNSVV212SbiHOX1        -IM---GRAVCSGSPSSSFSTGTCHQPGVDVGGGDHL--GDDDQLLY-VPDYAYADNSVV222ZmaHOX1-2      -VM---ARAVCSGSPSSSFSTGTCQQPGGGGGGGDHL--GDD-DLLY-VPDYAYADSSVV225AthHB53        ------MPTNSSSS---SLSVEANNAPT---DFELAP-ETNYNIPFY-MLDNNYLQS--M220VfaHOX1        ------VPTNSSSTSSMSQSMEVMEPPPFFDEFEVDN--VYNDNVFL----MPYFNG--I206LsaHOX1        ------VPTNSSSTSSMSHSMEVVEPPPFFDEFEADN--VYNDNVFL----MPYFND--I206PsaHOX1        ------VPTNSSSTSSISQSMEVMEPPPFFDEFEADN--VYNDNVFL----MPYFDS--I206AthHB21        ------TLSNSPIS--SSVTIEANHTTPFFGDYDIGFDGEADENLLYS---PDYIDG--L213AthHB40        ------GSSNSPIS--SSVSVEAN-ETPFFGDYKVGDDGDDYDHLFYPVPENSYIDE--A209PsoHOX1        ------VSICSPNS--SFSV--DVEQHYLGGEFNMVE--AGYDNLLY-IPENNWVNL--Y225PpeHOX1        ------GGSSNSPS--SSLSMDAIDPPF-LGEFG-VE---EYDDVFY-MPQNNYIHG--M207VviHOX1        ------VSSNSPTS--SLSNAVDVDPPF-FGEFG-VV--DGLDNVFY-IPENNYVSG--M203.                                              
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HvVRS1         AAG---AVGVCGGSPSSSFSTGTCQQQPGF-SGADVL--GRDDDLMM-C----------V216AtaHOX1        SAG---AVSVCGGSPGSFFSTGTCQQH---------------------------------252SceHOX1        SAG---AVSVCGGNPGWSFSTGNYQQHPGF-SGTDVL--VPDNDLMM-C----------V209TaeHOX1-B      AAG---AVSVCGGSPGSSFSTGTWQQHLGF-SGANEL--GTDDDLMM-C----------V215TaeHOX1-D      SAG---AVSVCGGSPGSFFSTGTCQQHPGF-SGADVL--RPDDDLMM-C----------V215TaeHOX1-A      SAG---AVSVCGGSPRSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212TurHOX1        SAG---AVSVCGGSPGSSFSTGTCQQHPGF-SGADVL--GRDDDLMM-C----------V212OsaHOX1        IMGLGGSGACVAGSPSSSFSTGTCQPPSFG--GGDHL--GD-DDLVY-VPEYGGYADNSV230SitHOX1        -AM---GRVVCSGSPSSSFSTGTCQQPGVR----DHL--GD-DDLLY-VPDYACYPDNSV220ZmaHOX1-1      AMM---GRAVCSGSPSSSFSTGTCQQPGD-------------DDLLY-FPDYAYADNSVV212SbiHOX1        -IM---GRAVCSGSPSSSFSTGTCHQPGVDVGGGDHL--GDDDQLLY-VPDYAYADNSVV222ZmaHOX1-2      -VM---ARAVCSGSPSSSFSTGTCQQPGGGGGGGDHL--GDD-DLLY-VPDYAYADSSVV225AthHB53        ------MPTNSSSS---SLSVEANNAPT---DFELAP-ETNYNIPFY-MLDNNYLQS--M220VfaHOX1        ------VPTNSSSTSSMSQSMEVMEPPPFFDEFEVDN--VYNDNVFL----MPYFNG--I206LsaHOX1        ------VPTNSSSTSSMSHSMEVVEPPPFFDEFEADN--VYNDNVFL----MPYFND--I206PsaHOX1        ------VPTNSSSTSSISQSMEVMEPPPFFDEFEADN--VYNDNVFL----MPYFDS--I206AthHB21        ------TLSNSPIS--SSVTIEANHTTPFFGDYDIGFDGEADENLLYS---PDYIDG--L213AthHB40        ------GSSNSPIS--SSVSVEAN-ETPFFGDYKVGDDGDDYDHLFYPVPENSYIDE--A209PsoHOX1        ------VSICSPNS--SFSV--DVEQHYLGGEFNMVE--AGYDNLLY-IPENNWVNL--Y225PpeHOX1        ------GGSSNSPS--SSLSMDAIDPPF-LGEFG-VE---EYDDVFY-MPQNNYIHG--M207VviHOX1        ------VSSNSPTS--SLSNAVDVDPPF-FGEFG-VV--DGLDNVFY-IPENNYVSG--M203.                                              HvVRS1         PEWFLA----222AtaHOX1        ----------252SceHOX1        PEWFFA----215TaeHOX1-B      PDCFFA----221TaeHOX1-D      PEWFFA----221TaeHOX1-A      PEWFFA----218TurHOX1        PEWFFA----218OsaHOX1        VEWFSLYGLI240SitHOX1        VEWFSLYGLM230ZmaHOX1-1      DEWFRMYGLM222SbiHOX1        -EWFSLYGLM231ZmaHOX1-2      -EWFSLYGLM234AthHB53        EYWDGLYV--228VfaHOX1        E-WTYI----211LsaHOX1        E-WTYI----211PsaHOX1        E-WTYI----211AthHB21        D-WMSQFM--220AthHB40        E-WMSLYI--216PsoHOX1        G-F-------227PpeHOX1        E-WMNLYM--214VviHOX1        E-WGYLYDM-211

F75/L

L73/V

D96/N

A101/T

A101/V

E152/

f.s

.  

stop

α-helix 1

α-helix 2

α-helix 3 (DNA binding domain)


