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Supplemental Data 1.  Expanded Materials and Methods. 

 

PCR Efficiency  

From by Evrard et al., [1]. Amplification is theoretically calculated by: 

log 𝑄 =  𝑙𝑜𝑔 𝑞𝑜 + 𝑛 log(1 + 𝜌) 

where ‘Q’ is the final amplicon generated at some amplification cycle n, 𝑞𝑜 is the known starting 

DNA copy number, and 𝜌 is the efficiency coefficient.  

 

Plotting this relationship using serial dilutions of relative fluorescence units (RFU) as a function 

of Ct value, an arbitrary value of RFU intersecting the linear portions of serial dilution sigmoid 

output curves was selected and assigned a unit value, and the corresponding cycle values were 

recorded. These cycle values were then plotted against the log10 (initial DNA concentration), and 

a standard curve was developed according to the relationship: 

𝑛 =
log 𝑄

log (1 + 𝜌)
−

log 𝑞𝑜

log (1 + 𝜌)
 

 

Sensitivity and Specificity 

Sensitivity and specificity are calculated as: 

 

    𝑠𝑒𝑛𝑠𝑖𝑡𝑖𝑣𝑖𝑡𝑦 =
𝑇𝑃

𝑇𝑃+𝐹𝑁
 , 𝑠𝑝𝑒𝑐𝑖𝑓𝑖𝑐𝑖𝑡𝑦 =

𝑇𝑁

𝑇𝑁+𝐹𝑃
 

TP = true positives   

TN = true negatives 

FP = false positives  

FN = false negatives  



 

 

Supplemental Data 2. C. trachomatis CTC DNA amplification curves. Illustrated are the 

amplification curves of serial dilutions of C. trachomatis from Figure 5. Replicate of fitted data 

from each dilution series, of serial dilution of CTC DNA from 105 through 101 copies and no 

template controls (NTC). 
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Supplemental Data 3. C. trachomatis gel electrophoresis blots. Illustrated are the gel 

electrophoresis blots of serial dilutions of C. trachomatis, from Figure 5. 

 

 

 

 

 

Supplemental Data 4. Urine inhibition.  C. trachomatis spiked urine samples to identify the urine 

dilution that no longer inhibited plasmonic PCR. Urine dilutions were performed in water. 

 

 



 

Supplemental Data 5.  Spike urine C. trachomatis CTC DNA amplification curves.  Illustrated 

are the amplification curves of dilution series of spiked C. trachomatis urine samples from Figure 

6. Amplification curves of clinical urine samples spiked with CTC DNA dilutions, ranging from 

105 to 101 copies, including 4 NTC samples. Each graph represents 4 repeats of each dilution, and 

the NTC fluorescence curves were combined the 101 dilutions. 

 



 

Supplemental Data 5B. Amplification curves of C. trachomatis DNA spiked into undiluted urine.  

Curves represent 104 copies of CTC DNA spiked directly into urine and proceeded with carrying out 1/10 

and 1/20 final dilution prior to PCR reaction. Results demonstrate either direct or post-dilution of DNA into 

urine, a minimum final diluted urine concentration of 1/40 is needed for a positive reaction (see Figure 6). 
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