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FastQC: Sequence Counts

M

Unique Reads

Number of reads

® Duplicate Reads

4M

5M oM

Created with MultiQC

Page 2



Read Count

4000000

3000000

2000000

1000000

20

FastQC: Sequence Length Distribution
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FastQC: Mean Quality Scores
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FastQC: Overrepresented sequences
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FastQC: Per Base N Content
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FastQC: Sequence Duplication Levels
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