Supplement X

FastQC: Status Checks

22_S20_LO01_R1_001
22_520_L004_R1_001
23_S21_LO03_R1_001
24522 _1002_R1_001
2_S2_1001_R1_001
2_S2_1004_R1_001
3_S3_1003_R1_001
4_S8_1002_R1_001
5_54_1001_R1_001
5.54_1004_R1_001
/_S6_1003_R1_001
8_S7_1002_R1_001
9.S5_1001_R1_001
9.S5_1004_R1_001

Page 1

Section Name

Created with MultiQC



Count

500000

400000

300000

200000

100000

FastQC: Per Sequence Quality Scores

10 15 20 25

Mean Sequence Quality (Phred Score)

30 35

Created with MultiQC

Page 2



22_520_L001_R1_001
22_520_1L004_R1_001
23.521_1003_R1_001
24.522_1002_R1_001
2_52_LO01_R1_001
2_52_1004_R1_001
3_53_1003_R1_001
4_S8_1002_R1_001
5.54_1001_R1_001
5.54_1004_R1_001
/_56_1003_R1_001
8_57_L002_R1_001
9_S5_LOOT_R1_001
9_55_L004_R1_001

FastQC: Sequence Counts

250k 500k 750k 1000k

Number of reads

Unique Reads @ Duplicate Reads

1250k 1500k

Created with MultiQC

Page 3



% of Sequences

FastQC: Adapter Content

10

20 30 40

Position (bp)

50

60

Created with MultiQC

Page 4



FastQC: Overrepresented sequences

22.520_L001_R1_001
22_520_1004_R1_00]
23.521_1003_R1_001
24.522_1002_R1_001
2.52_1001_R1_001
2_52_1004_R1_001
3_S3_LOO3_R1_001
4_S8_1002_R1_001
5.54_1001_R1_001
5.54_1004_R1_001
/_S6_L003_R1_00]
8_57_1002_R1_001
9.S5_LO0T_R1_001
9.55_1004_R1_001

0% 2.5% 5% 7.5% 10% 12.5% 15% 17.5% 20%

Percentage of Total Sequences

Top over-represented sequence @ Sum of remaining over-represented sequences

Page 5
Created with MultiQC



Percentage N-Count

FastQC: Per Base N Content

10

20

30 40 50
Position in Read (bp)

60

/70

Created with MultiQC

Page 6



Percentage

P

FastQC: Per Sequence GC Content

% GC

80

100

Created with MultiQC

Page 7



100%

/5%

50%

% of Library

25%

0%

FastQC: Sequence Duplication Levels

Sequence Duplication Level

Created with MultiQC

Page 8



Phred Score

40

30

20

10

10

FastQC: Mean Quality Scores

20 30 40 50
Position (bp)

60

/0

Created with MultiQC

Page 9



	fastqc-status-check-heatmap.pdf
	fastqc_per_sequence_quality_scores_plot.pdf
	fastqc_sequence_counts_plot.pdf
	fastqc_adapter_content_plot.pdf
	fastqc_overrepresented_sequences_plot.pdf
	fastqc_per_base_n_content_plot.pdf
	fastqc_per_sequence_gc_content_plot.pdf
	fastqc_sequence_duplication_levels_plot.pdf
	fastqc_per_base_sequence_quality_plot.pdf

