Percentage

Supplement IX

FastQC: Per Sequence GC Content
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FastQC: Status Checks

Section Name

10_S9_1L001_R1_001
11_ST0_LOOT_R1_001

12_ST1_LOOT_R1_001
13_S12_LOOT_R1_001

14_S13_LOO1_R1_001
15.S14_LO01_R1_001

16_ST15_LO0T_R1_001
17_S16_LO0T_R1_001
18_S1/7_LOOT_R1_001
1_ST_LOOT1_R1_001

20_518_L001_R1_001
21.519_1001_R1_001
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Percentage N-Count

FastQC: Per Base N Content
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Phred Score
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FastQC: Mean Quality Scores
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FastQC: Sequence Duplication Levels

Sequence Duplication Level
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FastQC: Per Sequence Quality Scores
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10_S9_LOO1_R1_001

10_S9_1L004_R1_001
11_STO_LOO3_R1_001
12_ST1_LO02_R1_001
13.512.1001.R1.00]
13_512_1L004_R1_001
14_S13_LO03_R1_001
15_5S14_L002_R1_001

16_S15_LO0O1_R1_001
16_S15_L004_R1_001
17_S16_LO03_R1_001
18_S1/7_L002_R1_001

1_S1_LOO1_R1_001

1_51_1L004_R1_001
20_S18_LO03_R1_001
21_5S19_L002_R1_001

FastQC: Sequence Counts
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