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S1. Characterization of bacterial species on medical workstations in the (A) far-UVC and (B) control wards prior to activating the far-UVC fixtures. Bacterial species were identified using MALDI-TOF MS analysis. Among the identified species, some are associated with HAIs, including Staphylococcus aureus aureus, Enterococcus faecalis, Klebsiella pneumonia, Pseudomonas aeruginosa, and Enterococcus faecium. Staphylococci were the predominant species identified in both wards. 
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