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	E.coli-Trimethoprim
	E.coli-Cefalexin
	E.coli-Nitrofurantoin

	
	%S
	95%CI
	n
	%S
	95%CI
	n
	%S
	95%CI
	n

	Facility 1
	75
	21.9-98.7
	4
	100
	39.6-100
	4
	100
	39.6-100
	4

	Facility 2
	79.2
	57.3-92.1
	24
	87.5
	66.5-96.7
	24
	100
	82.8-100
	24

	Facility 3
	100
	59.8-100
	8
	100
	59.8-100
	8
	100
	59.8-100
	8

	Facility 4
	72.7
	39.3-92.7
	11
	81.8
	47.8-96.8
	11
	100
	67.9-100
	11

	Facility 5
	70.4
	49.7-85.5
	27
	88.9
	69.7-97.1
	27
	100
	84.5-100
	27

	Facility 6
	26.7
	8.9-55.2
	15
	75
	47.4-91.7
	16
	93.8
	67.7-99.7
	16

	Facility 7
	46.7
	22.3-72.6
	15
	73.3
	44.8-91.1
	15
	93.3
	66.0-99.7
	15

	Facility 8
	68.4
	43.5-86.4
	19
	84.2
	59.5-95.8
	19
	94.7
	71.9-99.7
	19

	Facility 9
	87.5
	60.4-97.8
	16
	88.2
	62.3-97.9
	17
	93.8
	67.7-99.7
	16

	Pooled (excluding Facility 7)
	71
	62.0-78.6
	124
	86.5
	79.0-91.7
	126
	97.6
	92.6-99.4
	125

	Pooled-all
	68.3
	59.8-75.8
	139
	85.1
	77.9-90.3
	141
	97.1
	92.4-99.1
	140


Clinically relevant E.coli-Antibiotics pairs with %Susceptibility (%S) and 95% Confidence Intervals (CI)








Key: E.coli – Escherichia coli; n – number of PAPs tested 


Clinically relevant S.aureus-Antibiotics pairs with %Susceptibility(%S) and 95% Confidence Intervals (CI)
	Antibiogram
	S.aureus-Flucloxacillin
	S.aureus-Cefalexin
	S.aureus-SMX/TMP
	S.aureus-Clindamycin

	
	%S
	95%CI
	n
	%S
	95%CI
	n
	%S
	95%CI
	n
	%S
	95%CI
	n

	Facility 1
	100
	56.1-100
	7
	100
	56.1-100
	7
	100
	56.1-100
	7
	100
	56.1-100
	7

	Facility 2
	78.6
	48.8-94.3
	14
	78.6
	48.8-94.3
	14
	100
	73.2-100
	14
	78.6
	48.8-94.3
	14

	Facility 3
	100
	31.0-100
	3
	100
	31.0-100
	3
	100
	31.0-100
	3
	100
	31.0-100
	3

	Facility 4
	58.8
	33.5-80.6
	17
	58.8
	33.5-80.6
	17
	100
	77.1-100
	17
	94.1
	69.2-99.7
	17

	Facility 5
	93.3
	66.0-99.7
	15
	90
	54.1-99.5
	10
	100
	74.7-100
	15
	100
	74.7-100
	15

	Facility 6
	0
	0.0-94.5
	1
	0
	0.0-94.5
	1
	100
	5.5-100
	1
	0
	0.0-94.5
	1

	Facility 7
	92.9
	64.2-99.6
	14
	92.9
	64.2-99.6
	14
	100
	73.2-100
	14
	85.7
	56.2-97.5
	14

	Facility 8
	66.7
	30.9-91.0
	9
	75
	35.6-95.5
	8
	100
	62.9-100
	9
	100
	62.9-100
	9

	Facility 9
	33.3
	6.0-75.9
	6
	0
	0.0-69.0
	3
	100
	56.1-100
	9
	100
	56.1-100
	9

	Pooled (excluding Facility 7)
	73.6
	61.7-83.0
	72
	73
	60.1-83.1
	63
	100
	93.8-100
	73
	95.2
	84.1-97.5
	73

	Pooled-all
	76.7
	66.2-84.9
	86
	76.6
	65.3-85.2
	77
	100
	94.7-100
	87
	92
	83.6-96.4
	87


          Key: S.aureus – Staphylococcus aureus; n – number of PAPs tested; SMX/TMP – sulfamethoxazole/trimethoprim 
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Percent susceptibility for Escherichia coli and Nitrofurantoin for 2022
Eschericia coli-Trimethoprim %S for 2022

%S	Facility 1	Facility 2	Facility 3	Facility 4	Facility 5	Facility 6	Facility 7	Facility 8	Facility 9	Pooled-excl 7	Pooled-all	75	79.166671752929702	100	72.727272033691406	70.370368957519503	26.666667938232401	46.666667938232401	68.421051025390597	87.5	70.967742919921903	68.345329284667997	



Escherichia coli-Nitrofurantoin %S for 2022 

%S	Facility 1	Facility 2	Facility 3	Facility 4	Facility 5	Facility 6	Facility 7	Facility 8	Facility 9	Pooled-excl 7	Pooled-all	100	100	100	100	100	93.75	93.333335876464801	94.736846923828097	93.75	97.599998474121094	97.142860412597699	
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%S

Escherichia coli-Nitrofurantoin %S for 2022
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E.coli

		Facility 1

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		4		0		0		100		0.0-60.4		39.6-100		0				E.coli-Lex		100		39.6-100		4

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		4		25		0		75		1.3-78.1		21.9-98.7		0				E.coli-TMP		75		21.9-98.7		4

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		4		0		0		100		0.0-60.4		39.6-100		0				E.coli-NIT		100		39.6-100		4

		Facility 2

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		24		12.5		0		87.5		3.3-33.5		66.5-96.7		0				E.coli-Lex		87.5		66.5-96.7		24

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		24		20.8333320618		0		79.1666717529		7.9-42.7		57.3-92.1		0				E.coli-TMP		79.1666717529		57.3-92.1		24

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		24		0		0		100		0.0-17.2		82.8-100		0				E.coli-NIT		100		82.8-100		24

		Facility 3

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		8		0		0		100		0.0-40.2		59.8-100		0				E.coli-Lex		100		59.8-100		8

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		8		0		0		100		0.0-40.2		59.8-100		0				E.coli-TMP		100		59.8-100		8

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		8		0		0		100		0.0-40.2		59.8-100		0				E.coli-NIT		100		59.8-100		8

		Facility 4

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		11		18.1818180084		0		81.8181838989		3.2-52.2		47.8-96.8		0				E.coli-Lex		81.8181838989		47.8-96.8		11

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		11		27.2727279663		0		72.7272720337		7.3-60.7		39.3-92.7		0				E.coli-TMP		72.7272720337		39.3-92.7		11

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		11		0		0		100		0.0-32.1		67.9-100		0				E.coli-NIT		100		67.9-100		11

		Facility 5

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		27		11.1111116409		0		88.8888931274		2.9-30.3		69.7-97.1		0				E.coli-Lex		88.8888931274		69.7-97.1		27

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		27		29.6296291351		0		70.3703689575		14.5-50.3		49.7-85.5		0				E.coli-TMP		70.3703689575		49.7-85.5		27

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		27		0		0		100		0.0-15.5		84.5-100		0				E.coli-NIT		100		84.5-100		27

		Facility 6

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		16		25		0		75		8.3-52.6		47.4-91.7		0				E.coli-Lex		75		47.4-91.7		16

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		15		73.3333358765		0		26.6666679382		44.8-91.1		8.9-55.2		0				E.coli-TMP		26.6666679382		8.9-55.2		15

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		16		6.25		0		93.75		0.3-32.3		67.7-99.7		0				E.coli-NIT		93.75		67.7-99.7		16

		Facility 7

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		15		26.6666679382		0		73.3333358765		8.9-55.2		44.8-91.1		0				E.coli-Lex		73.3333358765		44.8-91.1		15

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		15		53.3333358765		0		46.6666679382		27.4-77.7		22.3-72.6		0				E.coli-TMP		46.6666679382		22.3-72.6		15

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		15		0		6.6666669846		93.3333358765		0.0-25.3		66.0-99.7		0				E.coli-NIT		93.3333358765		66.0-99.7		15

		Facility 8

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		19		15.78947258		0		84.2105255127		4.2-40.5		59.5-95.8		0				E.coli-Lex		84.2105255127		59.5-95.8		19

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		19		31.5789451599		0		68.4210510254		13.6-56.5		43.5-86.4		0				E.coli-TMP		68.4210510254		43.5-86.4		19

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		19		0		5.2631578445		94.7368469238		0.0-20.9		71.9-99.7		0				E.coli-NIT		94.7368469238		71.9-99.7		19

		Facility 9

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		17		11.764705658		0		88.2352981567		2.1-37.7		62.3-97.9		0				E.coli-Lex		88.2352981567		62.3-97.9		17

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		16		12.5		0		87.5		2.2-39.6		60.4-97.8		0				E.coli-TMP		87.5		60.4-97.8		16

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		16		6.25		0		93.75		0.3-32.3		67.7-99.7		0				E.coli-NIT		93.75		67.7-99.7		16

		Pooled (all excluding Facility 7)

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		126		13.492064476		0		86.5079345703		8.3-21.0		79.0-91.7		0				E.coli-Lex		86.5079345703		79.0-91.7		126

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		124		29.0322570801		0		70.9677429199		21.4-38.0		62.0-78.6		0				E.coli-TMP		70.9677429199		62.0-78.6		124

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		125		1.6000000238		0.8000000119		97.5999984741		0.3-6.2		92.6-99.4		0				E.coli-NIT		97.5999984741		92.6-99.4		125

		Pooled (all)

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number						%S		%S 95%C.I.		Number

		Escherichia coli		LEX_EM		Cephalexin		Human		Human		Urinary tract infection		S <= 16   R >= 32		141		14.8936166763		0		85.1063842773		9.7-22.1		77.9-90.3		0				E.coli-LEX		85.1063842773		77.9-90.3		141

		Escherichia coli		TMP_EM		Trimethoprim		Human		Human		Urinary tract infection		S <= 4    R >= 8		139		31.6546764374		0		68.3453292847		24.2-40.2		59.8-75.8		0				E.coli-TMP		68.3453292847		59.8-75.8		139

		Escherichia coli		NIT_EM		Nitrofurantoin		Human		Human		Urinary tract infection		S <= 64   R >= 128		140		1.4285714626		1.4285714626		97.1428604126		0.2-5.6		92.4-99.1		0				E.coli-NIT		97.1428604126		92.4-99.1		140

		E.coli-TMP		%S		%S 95%C.I.		n				E.coli-LEX		%S		%S 95%C.I.		n				E.coli-NIT		%S		%S 95%C.I.		n

		Facility 1		75.0		21.9-98.7		4				Facility 1		100.0		39.6-100		4				Facility 1		100		39.6-100		4

		Facility 2		79.2		57.3-92.1		24				Facility 2		87.5		66.5-96.7		24				Facility 2		100		82.8-100		24

		Facility 3		100.0		59.8-100		8				Facility 3		100		59.8-100		8				Facility 3		100		59.8-100		8

		Facility 4		72.7		39.3-92.7		11				Facility 4		81.8		47.8-96.8		11				Facility 4		100		67.9-100		11

		Facility 5		70.4		49.7-85.5		27				Facility 5		88.9		69.7-97.1		27				Facility 5		100		84.5-100		27

		Facility 6		26.7		8.9-55.2		15				Facility 6		75.0		47.4-91.7		16				Facility 6		93.8		67.7-99.7		16

		Facility 7		46.7		22.3-72.6		15				Facility 7		73.3		44.8-91.1		15				Facility 7		93.3		66.0-99.7		15

		Facility 8		68.4		43.5-86.4		19				Facility 8		84.2		59.5-95.8		19				Facility 8		94.7		71.9-99.7		19

		Facility 9		87.5		60.4-97.8		16				Facility 9		88.2		62.3-97.9		17				Facility 9		93.8		67.7-99.7		16

		Pooled-excl 7		71.0		62.0-78.6		124				Pooled-excl 7		86.5		79.0-91.7		126				Pooled-excl 7		97.6		92.6-99.4		125

		Pooled-all		68.3		59.8-75.8		139				Pooled-all		85.1		77.9-90.3		141				Pooled-all		97.1		92.4-99.1		140





E.coli

		



%S

%S E.coli-TMP



S.aureus

		



%S

%S E.coli-NIT



		Facility 1

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		7		0		0		100		0.0-43.9		56.1-100		0				S.aureus-FLC		100		56.1-100

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		7		0		0		100		0.0-43.9		56.1-100		0				S.aureus-LEX		100		56.1-100

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		7		0		0		100		0.0-43.9		56.1-100		0				S.aureus-SXT		100		56.1-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		7		0		0		100		0.0-43.9		56.1-100		0				S.aureus-CLI		100		56.1-100

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		7		0		0		100		0.0-43.9		56.1-100		0				S.aureus-TCY		100		56.1-100

		Facility 2

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		14		21.428571701		0		78.5714263916		5.7-51.2		48.8-94.3		0				S.aureus-FLC		78.5714263916		48.8-94.3

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		14		21.428571701		0		78.5714263916		5.7-51.2		48.8-94.3		0				S.aureus-LEX		78.5714263916		48.8-94.3

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		14		0		0		100		0.0-26.8		73.2-100		0				S.aureus-SXT		100		73.2-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		14		21.428571701		0		78.5714263916		5.7-51.2		48.8-94.3		0				S.aureus-CLI		78.5714263916		48.8-94.3

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		14		0		0		100		0.0-26.8		73.2-100		0				S.aureus-TCY		100		73.2-100

		Facility 3

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		3		0		0		100		0.0-69.0		31.0-100		0				S.aureus-FLC		100		31.0-100

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		3		0		0		100		0.0-69.0		31.0-100		0				S.aureus-LEX		100		31.0-100

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		3		0		0		100		0.0-69.0		31.0-100		0				S.aureus-SXT		100		31.0-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		3		0		0		100		0.0-69.0		31.0-100		0				S.aureus-CLI		100		31.0-100

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		3		0		0		100		0.0-69.0		31.0-100		0				S.aureus-TCY		100		31.0-100

		Facility 4

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		17		41.1764717102		0		58.8235321045		19.4-66.5		33.5-80.6		0				S.aureus-FLC		58.8235321045		33.5-80.6

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		17		41.1764717102		0		58.8235321045		19.4-66.5		33.5-80.6		0				S.aureus-LEX		58.8235321045		33.5-80.6

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		17		0		0		100		0.0-22.9		77.1-100		0				S.aureus-SXT		100		77.1-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		17		5.882352829		0		94.1176452637		0.3-30.8		69.2-99.7		0				S.aureus-CLI		94.1176452637		69.2-99.7

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		17		5.882352829		0		94.1176452637		0.3-30.8		69.2-99.7		0				S.aureus-TCY		94.1176452637		69.2-99.7

		Facility 5

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		15		6.6666669846		0		93.3333358765		0.3-34.0		66.0-99.7		0				S.aureus-FLC		93.3333358765		66.0-99.7

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		10		10		0		90		0.5-45.9		54.1-99.5		0				S.aureus-LEX		90		54.1-99.5

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		15		0		0		100		0.0-25.3		74.7-100		0				S.aureus-SXT		100		74.7-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		15		0		0		100		0.0-25.3		74.7-100		0				S.aureus-CLI		100		74.7-100

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		15		0		0		100		0.0-25.3		74.7-100		0				S.aureus-TCY		100		74.7-100

		Facility 6

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		1		100		0		0		5.5-100		0.0-94.5		0				FLC_EM		0		0.0-94.5

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		1		100		0		0		5.5-100		0.0-94.5		0				LEX_EM		0		0.0-94.5

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		1		0		0		100		0.0-94.5		5.5-100		0				SXT_EM		100		5.5-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		1		100		0		0		5.5-100		0.0-94.5		0				CLI_EM		0		0.0-94.5

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		1		0		0		100		0.0-94.5		5.5-100		0				TCY_EM		100		5.5-100

		Facility 7

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		14		7.1428575516		0		92.8571395874		0.4-35.8		64.2-99.6		0				FLC_EM		92.8571395874		64.2-99.6

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		14		7.1428575516		0		92.8571395874		0.4-35.8		64.2-99.6		0				LEX_EM		92.8571395874		64.2-99.6

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		14		0		0		100		0.0-26.8		73.2-100		0				SXT_EM		100		73.2-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		14		14.2857151031		0		85.7142868042		2.5-43.8		56.2-97.5		0				CLI_EM		85.7142868042		56.2-97.5

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		14		0		0		100		0.0-26.8		73.2-100		0				TCY_EM		100		73.2-100

		Facility 8

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		9		33.3333358765		0		66.6666717529		9.0-69.1		30.9-91.0		0				FLC_EM		66.6666717529		30.9-91.0

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		8		25		0		75		4.5-64.4		35.6-95.5		0				LEX_EM		75		35.6-95.5

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		9		0		0		100		0.0-37.1		62.9-100		0				SXT_EM		100		62.9-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		9		0		0		100		0.0-37.1		62.9-100		0				CLI_EM		100		62.9-100

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		9		0		0		100		0.0-37.1		62.9-100		0				TCY_EM		100		62.9-100

		Facility 9

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		6		66.6666717529		0		33.3333358765		24.1-94.0		6.0-75.9		0				FLC_EM		33.3333358765		6.0-75.9

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		3		100		0		0		31.0-100		0.0-69.0		0				LEX_EM		0		0.0-69.0

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		7		0		0		100		0.0-43.9		56.1-100		0				SXT_EM		100		56.1-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		7		0		0		100		0.0-43.9		56.1-100		0				CLI_EM		100		56.1-100

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		7		0		0		100		0.0-43.9		56.1-100		0				TCY_EM		100		56.1-100

		Pooled (all excluding Facility 7)

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		72		26.3888893127		0		73.6111068726		17.0-38.3		61.7-83.0		0				FLC_EM		73.6111068726		61.7-83.0

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		63		26.984128952		0		73.01587677		16.9-39.9		60.1-83.1		0				LEX_EM		73.01587677		60.1-83.1

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		73		0		0		100		0.0-6.2		93.8-100		0				SXT_EM		100		93.8-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		73		6.8493151665		0		93.1506881714		2.5-15.9		84.1-97.5		0				CLI_EM		93.1506881714		84.1-97.5

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		73		1.3698630333		0		98.6301345825		0.1-8.4		91.6-99.9		0				TCY_EM		98.6301345825		91.6-99.9

		Pooled (all)

		Organisms		Code		Antibiotic name		Breakpoint type		Host		Site of infection		Breakpoints		Number		%R		%I		%S		%R 95%C.I.		%S 95%C.I.		Number				Code		%S		%S 95%C.I.

		Staphylococcus aureus ss. aureus		FLC_EM		Flucloxacillin								(None)		86		23.255815506		0		76.7441864014		15.1-33.8		66.2-84.9		0				FLC_EM		76.7441864014		66.2-84.9

		Staphylococcus aureus ss. aureus		LEX_EM		Cephalexin								(None)		77		23.3766231537		0		76.623374939		14.8-34.7		65.3-85.2		0				LEX_EM		76.623374939		65.3-85.2

		Staphylococcus aureus ss. aureus		SXT_EM		Trimethoprim/Sulfamethoxazole		Human		Human				S <= 2    R >= 8		87		0		0		100		0.0-5.3		94.7-100		0				SXT_EM		100		94.7-100

		Staphylococcus aureus ss. aureus		CLI_EM		Clindamycin		Human		Human				S <= .25  R >= .5		87		8.0459775925		0		91.9540252686		3.6-16.4		83.6-96.4		0				CLI_EM		91.9540252686		83.6-96.4

		Staphylococcus aureus ss. aureus		TCY_EM		Tetracycline		Human		Human				S <= 1    R >= 4		87		1.1494252682		0		98.8505706787		0.1-7.1		92.9-99.9		0				TCY_EM		98.8505706787		92.9-99.9
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