
 KY972664, U. vellea  
 KY972593, U. vellea  
 KY972625, U. vellea  
 KY972627, U. vellea  
 KY972629, U. vellea  

 KY972678, U. freyi  
 KY972642, U. freyi  

 MT647275, U. orientalis  
 MT647274, U. orientalis  
 KY972631, U. trabeculata  
 KY972660, U. ahtii  
 KY972630, U. ahtii  
 PP855512, U. ahtii  
 OK514654, U. meizospora  
 OK514653, U. meizospora  
 KY972650, U. hirsuta  
 KY972676, U. josiae  

 PP849081, U. koidzumii  
 PP849080, U. koidzumii  

 KY972682, U. spodochroa  
 KY972652, U. spodochroa  

 KY972608, U. platyrhiza  

 PP849083, U. koidzumii  
 KY972618, U. koidzumii  
 KY972613, U. koidzumii  
 KY972670, U. koidzumii  
 KY972638, U. koidzumii  

 KY972686, U. grisea  
 KY972651, U. crustulosa  

 KY972623, U. crustulosa  
 KY972628, U. torrefacta  

 KY972598, U. torrefacta  
 KY972671, U. americana  

 KY972663, U. angulata  
 KY972582, U. pulvinaria  

 KY972662, U. semitensis  

 KY972679, U. leiocarpa  
 KY972601, U. rigida  

 KY972596, U. hyperborea  
 KY972657, U. proboscidea  

 KY972602, U. pustulata  
 KY972594, U. pensylvanica  

 KY972595, U. muehlenbergii  
 KY972603, U. deusta  

 KY972589, Xylopsora friesii  

0.03 

97  

100  

100  

66  

97  

92  

98  
96  

99  

98  

92  

81  
99  

92  

97  79  

96  

70  

82  

62  

100  

90  

100  

57  

51  

56  

85  

12  

Fig. S3. Phylogenetic relationships amongst Umbilicaria species, based on a maximum likelihood 

analysis (IQ) of ITS1-5.8S-ITS2. The reliability of each branch was tested by ML method. Numbers at 

tree nodes indicate bootstrap values of ML. Thicker branches indicate when the bootstrap value of ML is 

≥ 70%. GenBank accession numbers are given in Table 1. Branch lengths represent the estimated 

number of substitutions per site assuming the respective models of substitution (Table 2).  
 


