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Supplementary Table S1. Organization of the mitochondrial genome of Pseudaparacreptotrema
yaguezani n. sp.

Start End Initiation  Stop
Genes Length Position Position Codon Codon
Cox3 645 1 645 ATG TAA
tRNA-His 53 663 715
Cytb 1110 724 1833 ATG TAA
nad4L 187 1918 2104 TTG TAA
nad4 125 2055 3321 ATG TAA
tRNA-GIn 83 3324 3384
tRNA-Phe 63 3386 3448
tRNA-Met 68 3449 3516
ATP6 516 3517 4032 ATG TAA
Nad2 867 4039 4905 ATG TAA
tRNA-Val 53 4918 4970
tRNA-Ala 65 4973 5037
tRNA-Asp 65 5047 5111
Nadl 906 5112 6017 ATG TAA
tRNA-Asn 67 6029 6095
tRNA-Pro 63 6096 6158
tRNA-Ile 64 6459 6222
tRNA-Lys 66 6226 6291
Nad3 360 6293 6652 ATG TAG
tRNA-Ser 60 11357 6715
tRNA-Trp 67 6717 6783
Cox1 1539 6790 8328 ATG TAG
tRNA-Thr 64 8329 8392
16S 956 8393 9348
tRNA-Cys 59 9365 9423
12S 722 9429 10150
Cox2 600 10171 10770 ATG TAA
Nad6 450 10773 11222 ATG TAG
tRNA-Tyr 64 11228 11291
tRNA-Leu 63 11297 11359
tRNA-Ser 64 11357 6715

tRNA-Leu 68 11424 11491
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Supplementary Fig. S1. Mitochondrial genome of Pseudoparacreptotrema yaguezani n. sp.

NCR, non-coding regions.
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Supplementary Fig. S3. Distribution of lineages of Dajaus monticola and Pseduoparacreptotrema spp. Colored circles indicate the locations where lineages of
D. monticola were sampled by McMahan et al. (2013), Diaz-Murillo et al. (2017), Schmidt & McMullin, (2017), and Kubicek et al. (2019). Colored lozenges
indicate the locations where Atlantic Pseudoparacreptotrema spp. lineages were sampled in D. monticola by Pérez-Ponce de Ledn et al. (2016, 2020) and in the
present study. Colored stars indicate localities in Pacific drainages where Pacific Pseudoparacreptotrema spp. were sampled in Profundulus spp. by Pérez-Ponce

de Lebn et al. (2016).
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