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[bookmark: _Hlk134627614]Table S1. Summary of Raw sequence data and quality
	Sample ID
	No. of Reads
	GC %
	Read length
	%Q25

	HAE1
	189158
	54
	301
	99.16

	HAE2
	252108
	54.5
	301
	99.24

	HAE3
	378082
	52
	301
	98.94

	HAE4
	196572
	51.3
	301
	97.36

	HAE5
	412338
	52.8
	301
	98.21

	TRI1
	543694
	53.1
	301
	97

	TRI2
	283396
	51
	301
	96.50

	TRI3
	745219
	54.8
	301
	98.63

	TRI4
	633250
	53.7
	301
	98.12

	TRI5
	446135
	53
	301
	98





	
	Table S2. OTU Table; showing bacterial taxa found in Haemonchus contortus and Trichuris ovis

	

	S.No.
	OTUID
	Phylum
	Class
	Order
	Family
	Genus

	[bookmark: _Hlk134627857]1          
	Otu0001
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_unclassified

	2          
	Otu0002
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Bacteroidales_unclassified
	Bacteroidales_unclassified

	3          
	Otu0003
	Verrucomicrobiota
	Kiritimatiellae
	WCHB1-41
	WCHB1-41_fa
	WCHB1-41_ge

	4          
	Otu0004
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotella

	5          
	Otu0005
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Rikenellaceae
	Rikenellaceae_RC9_gut_group

	6          
	Otu0006
	Firmicutes
	Clostridia
	Clostridia_unclassified
	Clostridia_unclassified
	Clostridia_unclassified

	7          
	Otu0007
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotellaceae_unclassified

	8          
	Otu0008
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	UCG-005

	9          
	Otu0009
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Bacteroidaceae
	Bacteroides

	10      
	Otu0010
	Proteobacteria
	Gammaproteobacteria
	Enterobacterales
	Enterobacteriaceae
	Escherichia-Shigella

	11      
	Otu0011
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	Oscillospiraceae_unclassified

	12      
	Otu0012
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotellaceae_UCG-003

	13      
	Otu0013
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospirales_unclassified
	Oscillospirales_unclassified

	14      
	Otu0014
	Firmicutes
	Firmicutes_unclassified
	Firmicutes_unclassified
	Firmicutes_unclassified
	Firmicutes_unclassified

	15      
	Otu0015
	Firmicutes
	Clostridia
	Christensenellales
	Christensenellaceae
	Christensenellaceae_R-7_group

	16      
	Otu0016
	Bacteroidota
	Bacteroidia
	Bacteroidales
	F082
	F082_ge

	17      
	Otu0017
	Firmicutes
	Clostridia
	Oscillospirales
	UCG-010
	UCG-010_ge

	18      
	Otu0018
	Bacteroidota
	Bacteroidia
	Bacteroidia_unclassified
	Bacteroidia_unclassified
	Bacteroidia_unclassified

	19      
	Otu0019
	Spirochaetota
	Spirochaetia
	Spirochaetales
	Spirochaetaceae
	Treponema

	20      
	Otu0020
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	NK4A214_group

	21      
	Otu0021
	Bacteroidota
	Bacteroidia
	Bacteroidales
	p-251-o5
	p-251-o5_ge

	22      
	Otu0022
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Muribaculaceae
	Muribaculaceae_ge

	23      
	Otu0023
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospirales_fa
	Oscillospirales_ge

	24      
	Otu0024
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Alloprevotella

	25      
	Otu0025
	Planctomycetota
	Planctomycetes
	Pirellulales
	Pirellulaceae
	p-1088-a5_gut_group

	26      
	Otu0028
	Proteobacteria
	Gammaproteobacteria
	Enterobacterales
	Enterobacterales_unclassified
	Enterobacterales_unclassified

	27      
	Otu0029
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotellaceae_UCG-001

	28      
	Otu0030
	Actinobacteriota
	Actinobacteria
	Bifidobacteriales
	Bifidobacteriaceae
	Aeriscardovia

	29      
	Otu0031
	Firmicutes
	Negativicutes
	Acidaminococcales
	Acidaminococcaceae
	Succiniclasticum

	30      
	Otu0032
	Patescibacteria
	Saccharimonadia
	Saccharimonadales
	Saccharimonadaceae
	Candidatus_Saccharimonas

	31      
	Otu0033
	Fibrobacterota
	Fibrobacteria
	Fibrobacterales
	Fibrobacteraceae
	Fibrobacter

	32      
	Otu0034
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	Erysipelotrichaceae_unclassified

	33      
	Otu0035
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Bacteroidales_RF16_group
	Bacteroidales_RF16_group_ge

	34      
	Otu0038
	Proteobacteria
	Gammaproteobacteria
	Enterobacterales
	Enterobacteriaceae
	Enterobacteriaceae_unclassified

	35      
	Otu0039
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Bacteroidales_BS11_gut_group
	Bacteroidales_BS11_gut_group_ge

	36      
	Otu0040
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Ruminococcaceae_unclassified

	37      
	Otu0041
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotellaceae_NK3B31_group

	38      
	Otu0042
	Desulfobacterota
	Desulfovibrionia
	Desulfovibrionales
	Desulfovibrionaceae
	Desulfovibrio

	39      
	Otu0043
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelatoclostridiaceae
	UCG-004

	40      
	Otu0044
	Proteobacteria
	Gammaproteobacteria
	Gammaproteobacteria_unclassified
	Gammaproteobacteria_unclassified
	Gammaproteobacteria_unclassified

	41      
	Otu0045
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Rikenellaceae
	Alistipes

	42      
	Otu0046
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Moryella

	43      
	Otu0047
	Verrucomicrobiota
	Lentisphaeria
	Victivallales
	vadinBE97
	vadinBE97_ge

	44      
	Otu0048
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Ruminococcus

	45      
	Otu0050
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Acinetobacter

	46      
	Otu0051
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Paludibacteraceae
	uncultured

	47      
	Otu0052
	Proteobacteria
	Gammaproteobacteria
	Aeromonadales
	Succinivibrionaceae
	Ruminobacter

	48      
	Otu0053
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Barnesiellaceae
	uncultured

	49      
	Otu0055
	Firmicutes
	Clostridia
	Clostridia_UCG-014
	Clostridia_UCG-014_fa
	Clostridia_UCG-014_ge

	50      
	Otu0057
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	uncultured

	51      
	Otu0059
	Firmicutes
	Clostridia
	Monoglobales
	Monoglobaceae
	Monoglobus

	52      
	Otu0060
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Rikenellaceae
	Rikenellaceae_unclassified

	53      
	Otu0061
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	uncultured

	54      
	Otu0064
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Acetitomaculum

	55      
	Otu0065
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Anaerovoracaceae
	Family_XIII_AD3011_group

	56      
	Otu0066
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Oxalobacteraceae
	Massilia

	57      
	Otu0067
	Firmicutes
	Clostridia
	Peptococcales
	Peptococcaceae
	uncultured

	58      
	Otu0068
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelatoclostridiaceae
	Erysipelotrichaceae_UCG-002

	59      
	Otu0070
	Firmicutes
	Bacilli
	Bacilli_unclassified
	Bacilli_unclassified
	Bacilli_unclassified

	60      
	Otu0071
	Actinobacteriota
	Actinobacteria
	Bifidobacteriales
	Bifidobacteriaceae
	Bifidobacteriaceae_unclassified

	61      
	Otu0072
	Desulfobacterota
	Desulfovibrionia
	Desulfovibrionales
	Desulfovibrionaceae
	Mailhella

	62      
	Otu0073
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	Erysipelotrichaceae_UCG-009

	63      
	Otu0074
	Verrucomicrobiota
	Lentisphaeria
	Victivallales
	Victivallaceae
	Victivallaceae_ge

	64      
	Otu0075
	Chloroflexi
	Anaerolineae
	Anaerolineales
	Anaerolineaceae
	Flexilinea

	65      
	Otu0076
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Oribacterium

	66      
	Otu0077
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	Oscillibacter

	67      
	Otu0079
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas

	68      
	Otu0080
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Burkholderiales_unclassified
	Burkholderiales_unclassified

	69      
	Otu0081
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Epulopiscium

	70      
	Otu0082
	Proteobacteria
	Alphaproteobacteria
	Rickettsiales
	Mitochondria
	Mitochondria_ge

	71      
	Otu0084
	Firmicutes
	Clostridia
	Clostridia_vadinBB60_group
	Clostridia_vadinBB60_group_fa
	Clostridia_vadinBB60_group_ge

	72      
	Otu0085
	Planctomycetota
	Planctomycetes
	Pirellulales
	Pirellulaceae
	Pirellula

	73      
	Otu0086
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Anaerovoracaceae
	Anaerovoracaceae_unclassified

	74      
	Otu0087
	Proteobacteria
	Gammaproteobacteria
	Aeromonadales
	Succinivibrionaceae
	Succinivibrionaceae_unclassified

	75      
	Otu0089
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Veillonellaceae
	Dialister

	76      
	Otu0090
	Planctomycetota
	Planctomycetes
	Pirellulales
	Pirellulaceae
	CPla-4_termite_group

	77      
	Otu0091
	Actinobacteriota
	Coriobacteriia
	Coriobacteriales
	Eggerthellaceae
	Eggerthellaceae_unclassified

	78      
	Otu0092
	Planctomycetota
	Planctomycetes
	Pirellulales
	Pirellulaceae
	Pirellulaceae_unclassified

	79      
	Otu0093
	Verrucomicrobiota
	Verrucomicrobiae
	Verrucomicrobiales
	Akkermansiaceae
	Akkermansia

	80      
	Otu0094
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	uncultured

	81      
	Otu0096
	Desulfobacterota
	Desulfovibrionia
	Desulfovibrionales
	Desulfovibrionaceae
	Desulfovibrionaceae_unclassified

	82      
	Otu0098
	Bacteroidota
	Bacteroidia
	Bacteroidales
	uncultured
	uncultured_ge

	83      
	Otu0099
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Anaerovoracaceae
	Anaerovorax

	84      
	Otu0101
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Peptostreptococcaceae
	Peptostreptococcaceae_unclassified

	85      
	Otu0102
	Firmicutes
	Bacilli
	RF39
	RF39_fa
	RF39_ge

	86      
	Otu0105
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Veillonellaceae
	Megasphaera

	87      
	Otu0107
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Veillonellaceae
	Veillonellaceae_unclassified

	88      
	Otu0108
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotellaceae_ge

	89      
	Otu0109
	Firmicutes
	Clostridia
	Oscillospirales
	Butyricicoccaceae
	UCG-009

	90      
	Otu0112
	Firmicutes
	Clostridia
	Oscillospirales
	Butyricicoccaceae
	Butyricicoccaceae_unclassified

	91      
	Otu0113
	Fusobacteriota
	Fusobacteriia
	Fusobacteriales
	Fusobacteriaceae
	Fusobacterium

	92      
	Otu0114
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	UCG-002

	93      
	Otu0117
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Selenomonadaceae
	Selenomonadaceae_unclassified

	94      
	Otu0118
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Comamonadaceae
	Comamonadaceae_unclassified

	95      
	Otu0119
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	uncultured

	96      
	Otu0120
	Fusobacteriota
	Fusobacteriia
	Fusobacteriales
	Fusobacteriaceae
	Fusobacteriaceae_unclassified

	97      
	Otu0121
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Selenomonadaceae
	Mitsuokella

	98      
	Otu0122
	Fusobacteriota
	Fusobacteriia
	Fusobacteriales
	Fusobacteriales_unclassified
	Fusobacteriales_unclassified

	99      
	Otu0123
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_ge

	100  
	Otu0124
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus

	101  
	Otu0126
	Actinobacteriota
	Actinobacteria
	Bifidobacteriales
	Bifidobacteriaceae
	Bifidobacterium

	102  
	Otu0129
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	uncultured

	103  
	Otu0131
	Proteobacteria
	Alphaproteobacteria
	Rhodospirillales
	uncultured
	uncultured_ge

	104  
	Otu0132
	Proteobacteria
	Gammaproteobacteria
	Aeromonadales
	Succinivibrionaceae
	Succinivibrio

	105  
	Otu0133
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Faecalibacterium

	106  
	Otu0134
	Proteobacteria
	Alphaproteobacteria
	Alphaproteobacteria_unclassified
	Alphaproteobacteria_unclassified
	Alphaproteobacteria_unclassified

	107  
	Otu0135
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Roseburia

	108  
	Otu0136
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	Solobacterium

	109  
	Otu0138
	Campilobacterota
	Campylobacteria
	Campylobacterales
	Campylobacteraceae
	Campylobacter

	110  
	Otu0141
	Bacteroidota
	Bacteroidia
	Flavobacteriales
	Flavobacteriaceae
	Flavobacterium

	111  
	Otu0143
	Proteobacteria
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Sphingomonadaceae_unclassified

	112  
	Otu0144
	Firmicutes
	Negativicutes
	Acidaminococcales
	Acidaminococcaceae
	Acidaminococcus

	113  
	Otu0145
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Anaerovoracaceae
	Anaerovoracaceae_ge

	114  
	Otu0146
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelatoclostridiaceae
	Erysipelatoclostridiaceae_unclassified

	115  
	Otu0149
	Actinobacteriota
	Coriobacteriia
	Coriobacteriales
	Coriobacteriales_unclassified
	Coriobacteriales_unclassified

	116  
	Otu0150
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Coprococcus

	117  
	Otu0151
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	Colidextribacter

	118  
	Otu0153
	Actinobacteriota
	Coriobacteriia
	Coriobacteriales
	Eggerthellaceae
	DNF00809

	119  
	Otu0156
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Paludibacteraceae
	Paludibacteraceae_unclassified

	120  
	Otu0157
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Rikenellaceae
	U29-B03

	121  
	Otu0159
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Syntrophococcus

	122  
	Otu0161
	Cyanobacteria
	Vampirivibrionia
	Gastranaerophilales
	Gastranaerophilales_fa
	Gastranaerophilales_ge

	123  
	Otu0164
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Veillonellales-Selenomonadales_unclassified
	Veillonellales-Selenomonadales_unclassified

	124  
	Otu0165
	Firmicutes
	Bacilli
	Staphylococcales
	Staphylococcaceae
	Staphylococcus

	125  
	Otu0166
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Selenomonadaceae
	Selenomonas

	126  
	Otu0167
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Oxalobacteraceae
	Oxalobacteraceae_unclassified

	127  
	Otu0170
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Rhizobiaceae
	Rhizobiaceae_unclassified

	128  
	Otu0171
	Proteobacteria
	Proteobacteria_unclassified
	Proteobacteria_unclassified
	Proteobacteria_unclassified
	Proteobacteria_unclassified

	129  
	Otu0173
	Proteobacteria
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Sphingomonas

	130  
	Otu0174
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_UCG-010

	131  
	Otu0176
	Spirochaetota
	Spirochaetia
	Spirochaetales
	Spirochaetaceae
	Sediminispirochaeta

	132  
	Otu0177
	Firmicutes
	Clostridia
	Clostridiales
	Clostridiaceae
	Clostridiaceae_unclassified

	133  
	Otu0180
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Blautia

	134  
	Otu0181
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Rhizobiaceae
	Phyllobacterium

	135  
	Otu0182
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Incertae_Sedis

	136  
	Otu0183
	Actinobacteriota
	Actinobacteria
	Propionibacteriales
	Nocardioidaceae
	Nocardioides

	137  
	Otu0184
	Actinobacteriota
	Coriobacteriia
	Coriobacteriales
	Atopobiaceae
	Olsenella

	138  
	Otu0185
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Pseudobutyrivibrio

	139  
	Otu0186
	Proteobacteria
	Gammaproteobacteria
	Xanthomonadales
	Xanthomonadaceae
	Stenotrophomonas

	140  
	Otu0187
	Firmicutes
	Clostridia
	Lachnospirales
	Defluviitaleaceae
	Defluviitaleaceae_UCG-011

	141  
	Otu0188
	Firmicutes
	Clostridia
	Christensenellales
	Christensenellaceae
	Christensenellaceae_unclassified

	142  
	Otu0189
	Desulfobacterota
	Desulfobulbia
	Desulfobulbales
	Desulfobulbaceae
	Desulfobulbus

	143  
	Otu0190
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Pasteurellaceae_unclassified

	144  
	Otu0195
	Planctomycetota
	Phycisphaerae
	Tepidisphaerales
	WD2101_soil_group
	WD2101_soil_group_ge

	145  
	Otu0197
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Comamonadaceae
	Variovorax

	146  
	Otu0198
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Anaerovoracaceae
	Family_XIII_UCG-001

	147  
	Otu0199
	Campilobacterota
	Campylobacteria
	Campylobacterales
	Campylobacterales_unclassified
	Campylobacterales_unclassified

	148  
	Otu0200
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnoclostridium

	149  
	Otu0201
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Tuzzerella

	150  
	Otu0203
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospira

	151  
	Otu0206
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Alcaligenaceae
	Alcaligenaceae_unclassified

	152  
	Otu0207
	Chloroflexi
	Chloroflexia
	Thermomicrobiales
	JG30-KF-CM45
	JG30-KF-CM45_ge

	153  
	Otu0208
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_NK4A136_group

	154  
	Otu0209
	Firmicutes
	Clostridia
	Peptococcales
	Peptococcaceae
	Peptococcaceae_unclassified

	155  
	Otu0212
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Agathobacter

	156  
	Otu0213
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	Breznakia

	157  
	Otu0214
	Bacteroidota
	Bacteroidia
	Sphingobacteriales
	Sphingobacteriaceae
	Sphingobacterium

	158  
	Otu0216
	Chloroflexi
	Chloroflexia
	Chloroflexales
	Roseiflexaceae
	uncultured

	159  
	Otu0217
	Bacteroidota
	Bacteroidia
	Flavobacteriales
	Flavobacteriaceae
	Flavobacteriaceae_unclassified

	160  
	Otu0218
	Firmicutes
	Clostridia
	Clostridiales
	Clostridiaceae
	Clostridium_sensu_stricto_1

	161  
	Otu0219
	Proteobacteria
	Gammaproteobacteria
	Xanthomonadales
	Xanthomonadaceae
	Xanthomonadaceae_unclassified

	162  
	Otu0221
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonadaceae_unclassified

	163  
	Otu0222
	Proteobacteria
	Gammaproteobacteria
	Enterobacterales
	Enterobacteriaceae
	Pseudocitrobacter

	164  
	Otu0223
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Peptostreptococcaceae
	Romboutsia

	165  
	Otu0224
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_UCG-004

	166  
	Otu0225
	Firmicutes
	Clostridia
	Oscillospirales
	Butyricicoccaceae
	Butyricicoccus

	167  
	Otu0227
	Firmicutes
	Bacilli
	Lactobacillales
	Lactobacillaceae
	Lactobacillus

	168  
	Otu0228
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	Turicibacter

	169  
	Otu0231
	Proteobacteria
	Alphaproteobacteria
	Rhodospirillales
	Rhodospirillales_unclassified
	Rhodospirillales_unclassified

	170  
	Otu0232
	Proteobacteria
	Alphaproteobacteria
	Caulobacterales
	Caulobacteraceae
	Brevundimonas

	171  
	Otu0233
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	Pseudoflavonifractor

	172  
	Otu0234
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Xanthobacteraceae
	Xanthobacteraceae_unclassified

	173  
	Otu0235
	Chloroflexi
	Anaerolineae
	Anaerolineales
	Anaerolineaceae
	Anaerolineaceae_unclassified

	174  
	Otu0237
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelotrichaceae
	Holdemanella

	175  
	Otu0240
	Actinobacteriota
	Coriobacteriia
	Coriobacteriales
	Coriobacteriaceae
	Collinsella

	176  
	Otu0241
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelatoclostridiaceae
	Catenibacterium

	177  
	Otu0242
	Fusobacteriota
	Fusobacteriia
	Fusobacteriales
	Fusobacteriaceae
	Fusobacteriaceae_ge

	178  
	Otu0243
	Acidobacteriota
	Blastocatellia
	Pyrinomonadales
	Pyrinomonadaceae
	RB41

	179  
	Otu0245
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Veillonellaceae
	Veillonella

	180  
	Otu0246
	Firmicutes
	Bacilli
	Entomoplasmatales
	Spiroplasmataceae
	Spiroplasma

	181  
	Otu0247
	Actinobacteriota
	Actinobacteriota_unclassified
	Actinobacteriota_unclassified
	Actinobacteriota_unclassified
	Actinobacteriota_unclassified

	182  
	Otu0248
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Anaerovoracaceae
	Mogibacterium

	183  
	Otu0249
	Verrucomicrobiota
	Verrucomicrobiae
	Pedosphaerales
	Pedosphaeraceae
	Pedosphaeraceae_unclassified

	184  
	Otu0250
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Sutterellaceae
	Parasutterella

	185  
	Otu0251
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Bibersteinia

	186  
	Otu0252
	Firmicutes
	Bacilli
	Bacillales
	Bacillaceae
	Bacillus

	187  
	Otu0253
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_FCS020_group

	188  
	Otu0255
	Actinobacteriota
	Actinobacteria
	Micromonosporales
	Micromonosporaceae
	Micromonosporaceae_unclassified

	189  
	Otu0256
	Firmicutes
	Bacilli
	Bacillales
	Planococcaceae
	Planococcaceae_unclassified

	190  
	Otu0257
	Chloroflexi
	Anaerolineae
	Anaerolineales
	Anaerolineaceae
	uncultured

	191  
	Otu0259
	Firmicutes
	Clostridia
	Clostridia_or
	Hungateiclostridiaceae
	Hungateiclostridiaceae_unclassified

	192  
	Otu0260
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Haemophilus

	193  
	Otu0261
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Sutterellaceae
	Sutterella

	194  
	Otu0262
	Chloroflexi
	Anaerolineae
	Anaerolineales
	Anaerolineaceae
	UTCFX1

	195  
	Otu0264
	Acidobacteriota
	Vicinamibacteria
	Vicinamibacterales
	Vicinamibacteraceae
	Vicinamibacteraceae_ge

	196  
	Otu0265
	Bacteroidota
	Bacteroidia
	Flavobacteriales
	Weeksellaceae
	Empedobacter

	197  
	Otu0266
	Proteobacteria
	Gammaproteobacteria
	Gammaproteobacteria_Incertae_Sedis
	Unknown_Family
	Acidibacter

	198  
	Otu0267
	Gemmatimonadota
	Gemmatimonadetes
	Gemmatimonadales
	Gemmatimonadaceae
	uncultured

	199  
	Otu0268
	Planctomycetota
	Planctomycetes
	Gemmatales
	Gemmataceae
	uncultured

	200  
	Otu0270
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Frisingicoccus

	201  
	Otu0272
	Actinobacteriota
	Thermoleophilia
	Gaiellales
	uncultured
	uncultured_ge

	202  
	Otu0273
	Actinobacteriota
	Coriobacteriia
	Coriobacteriales
	Eggerthellaceae
	Slackia

	203  
	Otu0275
	Actinobacteriota
	Actinobacteria
	Actinobacteria_unclassified
	Actinobacteria_unclassified
	Actinobacteria_unclassified

	204  
	Otu0276
	Chloroflexi
	KD4-96
	KD4-96_or
	KD4-96_fa
	KD4-96_ge

	205  
	Otu0277
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	Rhodobacteraceae_unclassified

	206  
	Otu0281
	Chloroflexi
	Anaerolineae
	SBR1031
	A4b
	A4b_ge

	207  
	Otu0282
	Firmicutes
	Bacilli
	Erysipelotrichales
	Erysipelatoclostridiaceae
	Erysipelatoclostridium

	208  
	Otu0283
	Firmicutes
	Bacilli
	Bacillales
	Bacillales_unclassified
	Bacillales_unclassified

	209  
	Otu0285
	Firmicutes
	Syntrophomonadia
	Syntrophomonadales
	Syntrophomonadaceae
	Syntrophomonadaceae_unclassified

	210  
	Otu0290
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Peptostreptococcaceae
	Terrisporobacter

	211  
	Otu0292
	Firmicutes
	Bacilli
	Bacillales
	Bacillaceae
	Bacillaceae_unclassified

	212  
	Otu0294
	Acidobacteriota
	Acidobacteriae
	Bryobacterales
	Bryobacteraceae
	Bryobacter

	213  
	Otu0295
	Firmicutes
	Bacilli
	Mycoplasmatales
	Mycoplasmataceae
	Mycoplasma

	214  
	Otu0296
	Planctomycetota
	Planctomycetes
	Isosphaerales
	Isosphaeraceae
	uncultured

	215  
	Otu0298
	Planctomycetota
	Planctomycetes
	Gemmatales
	Gemmataceae
	Gemmata

	216  
	Otu0299
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Beijerinckiaceae
	Methylobacterium-Methylorubrum

	217  
	Otu0300
	Bacteroidota
	Bacteroidia
	Chitinophagales
	Chitinophagaceae
	Chitinophagaceae_unclassified

	218  
	Otu0303
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospirales_fa
	Hydrogenoanaerobacterium

	219  
	Otu0304
	Bacteroidota
	Bacteroidia
	Sphingobacteriales
	Sphingobacteriaceae
	Pedobacter

	220  
	Otu0308
	Bacteroidota
	Bacteroidia
	Bacteroidales
	PeH15
	PeH15_ge

	221  
	Otu0309
	Patescibacteria
	Saccharimonadia
	Saccharimonadales
	Saccharimonadales_fa
	Saccharimonadales_ge

	222  
	Otu0310
	Actinobacteriota
	Thermoleophilia
	Gaiellales
	Gaiellales_unclassified
	Gaiellales_unclassified

	223  
	Otu0311
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Lachnospiraceae_ND3007_group

	224  
	Otu0312
	Actinobacteriota
	Actinobacteria
	Propionibacteriales
	Nocardioidaceae
	Marmoricola

	225  
	Otu0313
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	CAG-56

	226  
	Otu0316
	Firmicutes
	Bacilli
	Lactobacillales
	Lactobacillales_unclassified
	Lactobacillales_unclassified

	227  
	Otu0317
	Myxococcota
	Polyangia
	Polyangiales
	BIrii41
	BIrii41_ge

	228  
	Otu0319
	Planctomycetota
	Planctomycetes
	Gemmatales
	Gemmataceae
	Gemmataceae_unclassified

	229  
	Otu0321
	Myxococcota
	Polyangia
	Haliangiales
	Haliangiaceae
	Haliangium

	230  
	Otu0323
	Actinobacteriota
	Thermoleophilia
	Solirubrobacterales
	67-14
	67-14_ge

	231  
	Otu0324
	Actinobacteriota
	Actinobacteria
	Corynebacteriales
	Nocardiaceae
	Rhodococcus

	232  
	Otu0326
	Actinobacteriota
	Actinobacteria
	Micrococcales
	Microbacteriaceae
	Microbacteriaceae_unclassified

	233  
	Otu0327
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Beijerinckiaceae
	Microvirga

	234  
	Otu0328
	Acidobacteriota
	Vicinamibacteria
	Vicinamibacterales
	uncultured
	uncultured_ge

	235  
	Otu0329
	Planctomycetota
	Planctomycetes
	Pirellulales
	Pirellulaceae
	uncultured

	236  
	Otu0331
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Rhizobiaceae
	Allorhizobium-Neorhizobium-Pararhizobium-Rhizobium

	237  
	Otu0333
	Firmicutes
	Bacilli
	Alicyclobacillales
	Alicyclobacillaceae
	Tumebacillus

	238  
	Otu0334
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Howardella

	239  
	Otu0336
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Moraxellaceae_unclassified

	240  
	Otu0337
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Subdoligranulum

	241  
	Otu0338
	Firmicutes
	Clostridia
	Lachnospirales
	Lachnospiraceae
	Dorea

	242  
	Otu0340
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Comamonadaceae
	Comamonas

	243  
	Otu0341
	Actinobacteriota
	Thermoleophilia
	Solirubrobacterales
	Solirubrobacteraceae
	Solirubrobacter

	244  
	Otu0342
	Planctomycetota
	OM190
	OM190_or
	OM190_fa
	OM190_ge

	245  
	Otu0344
	Actinobacteriota
	Rubrobacteria
	Rubrobacterales
	Rubrobacteriaceae
	Rubrobacter

	246  
	Otu0345
	Actinobacteriota
	Actinobacteria
	Micrococcales
	Micrococcaceae
	Micrococcaceae_unclassified

	247  
	Otu0346
	Firmicutes
	Bacilli
	Mycoplasmatales
	Mycoplasmataceae
	Mycoplasmataceae_unclassified

	248  
	Otu0347
	Proteobacteria
	Alphaproteobacteria
	Caulobacterales
	Caulobacteraceae
	Caulobacteraceae_unclassified

	249  
	Otu0348
	Bacteroidota
	Bacteroidia
	Cytophagales
	Microscillaceae
	uncultured

	250  
	Otu0349
	Proteobacteria
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Stakelama

	251  
	Otu0352
	Actinobacteriota
	Thermoleophilia
	Gaiellales
	Gaiellaceae
	Gaiella

	252  
	Otu0353
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Rhizobiales_unclassified
	Rhizobiales_unclassified

	253  
	Otu0354
	Actinobacteriota
	Thermoleophilia
	Solirubrobacterales
	Solirubrobacteraceae
	Solirubrobacteraceae_unclassified

	254  
	Otu0355
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Oxalobacteraceae
	Janthinobacterium

	255  
	Otu0356
	Bacteroidota
	Bacteroidia
	Flavobacteriales
	Weeksellaceae
	Chryseobacterium

	256  
	Otu0358
	Planctomycetota
	Planctomycetes
	Pirellulales
	Pirellulaceae
	Pir4_lineage

	257  
	Otu0359
	Actinobacteriota
	MB-A2-108
	MB-A2-108_or
	MB-A2-108_fa
	MB-A2-108_ge

	258  
	Otu0360
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Devosiaceae
	Devosia

	259  
	Otu0361
	Actinobacteriota
	Actinobacteria
	Micrococcales
	Microbacteriaceae
	Microbacterium

	260  
	Otu0362
	Chloroflexi
	TK10
	TK10_or
	TK10_fa
	TK10_ge

	261  
	Otu0363
	Planctomycetota
	Planctomycetes
	Gemmatales
	Gemmataceae
	Fimbriiglobus

	262  
	Otu0364
	Planctomycetota
	Planctomycetes
	Isosphaerales
	Isosphaeraceae
	Isosphaeraceae_unclassified

	263  
	Otu0365
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	V9D2013_group

	264  
	Otu0366
	Proteobacteria
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Sphingobium

	265  
	Otu0367
	Proteobacteria
	Alphaproteobacteria
	Caulobacterales
	Caulobacteraceae
	Caulobacter

	266  
	Otu0368
	Chloroflexi
	Anaerolineae
	SBR1031
	SBR1031_fa
	SBR1031_ge

	267  
	Otu0369
	Actinobacteriota
	Thermoleophilia
	Solirubrobacterales
	Solirubrobacteraceae
	uncultured

	268  
	Otu0370
	Bacteroidota
	Bacteroidia
	Chitinophagales
	Chitinophagaceae
	Flavisolibacter

	269  
	Otu0371
	Actinobacteriota
	Acidimicrobiia
	Actinomarinales
	uncultured
	uncultured_ge

	270  
	Otu0373
	Bacteroidota
	Bacteroidia
	Flavobacteriales
	Weeksellaceae
	Weeksellaceae_unclassified

	271  
	Otu0375
	Bacteroidota
	Bacteroidia
	Bacteroidales
	Tannerellaceae
	Parabacteroides

	272  
	Otu0376
	Acidobacteriota
	Blastocatellia
	Nov-24
	11-24_fa
	11-24_ge

	273  
	Otu0377
	Planctomycetota
	Planctomycetes
	Planctomycetales
	uncultured
	uncultured_ge

	274  
	Otu0378
	Latescibacterota
	Latescibacterota_cl
	Latescibacterota_or
	Latescibacterota_fa
	Latescibacterota_ge

	275  
	Otu0379
	Proteobacteria
	Gammaproteobacteria
	Enterobacterales
	Enterobacteriaceae
	Klebsiella

	276  
	Otu0380
	Verrucomicrobiota
	Verrucomicrobiae
	Pedosphaerales
	Pedosphaeraceae
	Pedosphaeraceae_ge

	277  
	Otu0382
	Gemmatimonadota
	Gemmatimonadetes
	Gemmatimonadales
	Gemmatimonadaceae
	Roseisolibacter

	278  
	Otu0383
	Verrucomicrobiota
	Verrucomicrobiae
	Opitutales
	Opitutaceae
	Opitutus

	279  
	Otu0384
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	UBA1819

	280  
	Otu0385
	Chloroflexi
	Chloroflexi_unclassified
	Chloroflexi_unclassified
	Chloroflexi_unclassified
	Chloroflexi_unclassified

	281  
	Otu0387
	Gemmatimonadota
	S0134_terrestrial_group
	S0134_terrestrial_group_or
	S0134_terrestrial_group_fa
	S0134_terrestrial_group_ge

	282  
	Otu0388
	Proteobacteria
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Novosphingobium

	283  
	Otu0390
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Beijerinckiaceae
	Beijerinckiaceae_unclassified

	284  
	Otu0391
	Actinobacteriota
	Actinobacteria
	Pseudonocardiales
	Pseudonocardiaceae
	Pseudonocardia

	285  
	Otu0392
	Firmicutes
	Bacilli
	Lactobacillales
	Enterococcaceae
	Enterococcus

	286  
	Otu0393
	Acidobacteriota
	Thermoanaerobaculia
	Thermoanaerobaculales
	Thermoanaerobaculaceae
	Subgroup_10

	287  
	Otu0394
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Nitrosomonadaceae
	MND1

	288  
	Otu0395
	Acidobacteriota
	Holophagae
	Subgroup_7
	Subgroup_7_fa
	Subgroup_7_ge

	289  
	Otu0396
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Comamonadaceae
	Hydrogenophaga

	290  
	Otu0398
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Xanthobacteraceae
	uncultured

	291  
	Otu0399
	Firmicutes
	Negativicutes
	Veillonellales-Selenomonadales
	Selenomonadaceae
	Megamonas

	292  
	Otu0400
	Proteobacteria
	Gammaproteobacteria
	Xanthomonadales
	Xanthomonadaceae
	Lysobacter

	293  
	Otu0401
	Actinobacteriota
	Actinobacteria
	Corynebacteriales
	Corynebacteriales_unclassified
	Corynebacteriales_unclassified

	294  
	Otu0404
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Candidatus_Soleaferrea

	295  
	Otu0405
	Actinobacteriota
	Actinobacteria
	Propionibacteriales
	Nocardioidaceae
	Kribbella

	296  
	Otu0406
	Actinobacteriota
	Acidimicrobiia
	Acidimicrobiia_unclassified
	Acidimicrobiia_unclassified
	Acidimicrobiia_unclassified

	297  
	Otu0408
	Actinobacteriota
	Actinobacteria
	Propionibacteriales
	Nocardioidaceae
	Nocardioidaceae_unclassified

	298  
	Otu0410
	Actinobacteriota
	Actinobacteria
	Pseudonocardiales
	Pseudonocardiaceae
	Pseudonocardiaceae_unclassified

	299  
	Otu0411
	Actinobacteriota
	Actinobacteria
	Streptomycetales
	Streptomycetaceae
	Streptomyces

	300  
	Otu0412
	Actinobacteriota
	Acidimicrobiia
	Microtrichales
	uncultured
	uncultured_ge

	301  
	Otu0413
	Proteobacteria
	Alphaproteobacteria
	Dongiales
	Dongiaceae
	Dongia

	302  
	Otu0414
	Chloroflexi
	Gitt-GS-136
	Gitt-GS-136_or
	Gitt-GS-136_fa
	Gitt-GS-136_ge

	303  
	Otu0417
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Beijerinckiaceae
	Bosea

	304  
	Otu0418
	Patescibacteria
	Saccharimonadia
	Saccharimonadales
	Saccharimonadales_unclassified
	Saccharimonadales_unclassified

	305  
	Otu0419
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Comamonadaceae
	Acidovorax

	306  
	Otu0420
	Actinobacteriota
	Actinobacteria
	Micrococcales
	Intrasporangiaceae
	Intrasporangiaceae_unclassified

	307  
	Otu0421
	Firmicutes
	Clostridia
	Clostridia_or
	Hungateiclostridiaceae
	Ruminiclostridium

	308  
	Otu0423
	Firmicutes
	Clostridia
	Peptostreptococcales-Tissierellales
	Peptostreptococcaceae
	Intestinibacter

	309  
	Otu0428
	Actinobacteriota
	Thermoleophilia
	Solirubrobacterales
	Solirubrobacteraceae
	Solirubrobacteraceae_ge

	310  
	Otu0429
	Bacteroidota
	Bacteroidia
	Cytophagales
	Microscillaceae
	Ohtaekwangia

	311  
	Otu0430
	Actinobacteriota
	Acidimicrobiia
	Microtrichales
	Ilumatobacteraceae
	uncultured

	312  
	Otu0431
	Actinobacteriota
	Actinobacteria
	Micrococcales
	Microbacteriaceae
	Cryobacterium

	313  
	Otu0433
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Rhizobiaceae
	Mesorhizobium

	314  
	Otu0434
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Devosiaceae
	Devosiaceae_unclassified

	315  
	Otu0437
	Fusobacteriota
	Fusobacteriia
	Fusobacteriales
	Leptotrichiaceae
	Leptotrichiaceae_unclassified

	316  
	Otu0439
	Firmicutes
	Bacilli
	Lactobacillales
	Leuconostocaceae
	Weissella

	317  
	Otu0442
	Actinobacteriota
	Actinobacteria
	Propionibacteriales
	Nocardioidaceae
	Aeromicrobium

	318  
	Otu0444
	Actinobacteriota
	Actinobacteria
	Corynebacteriales
	Corynebacteriaceae
	Corynebacterium

	319  
	Otu0446
	Actinobacteriota
	Actinobacteria
	Micromonosporales
	Micromonosporaceae
	Actinoplanes

	320  
	Otu0448
	Chloroflexi
	Dehalococcoidia
	S085
	S085_fa
	S085_ge

	321  
	Otu0449
	Proteobacteria
	Alphaproteobacteria
	Caulobacterales
	Caulobacteraceae
	Phenylobacterium

	322  
	Otu0450
	Planctomycetota
	Planctomycetes
	uncultured
	uncultured_fa
	uncultured_ge

	323  
	Otu0452
	Methylomirabilota
	Methylomirabilia
	Rokubacteriales
	Rokubacteriales_fa
	Rokubacteriales_ge

	324  
	Otu0453
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	Paracoccus

	325  
	Otu0456
	Proteobacteria
	Alphaproteobacteria
	uncultured
	uncultured_fa
	uncultured_ge

	326  
	Otu0458
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcaceae_unclassified

	327  
	Otu0459
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	Nitrosomonadaceae
	Ellin6067

	328  
	Otu0460
	Myxococcota
	Polyangia
	Polyangiales
	Sandaracinaceae
	uncultured

	329  
	Otu0461
	Firmicutes
	Clostridia
	Oscillospirales
	Oscillospiraceae
	UCG-003

	330  
	Otu0462
	Chloroflexi
	Anaerolineae
	Ardenticatenales
	uncultured
	uncultured_ge

	331  
	Otu0463
	Gemmatimonadota
	Gemmatimonadetes
	Gemmatimonadales
	Gemmatimonadaceae
	Gemmatimonadaceae_unclassified

	332  
	Otu0464
	Firmicutes
	Clostridia
	Oscillospirales
	Ruminococcaceae
	Paludicola

	333  
	Otu0466
	Actinobacteriota
	Actinobacteria
	Actinomycetales
	Actinomycetaceae
	Actinomyces

	334  
	Otu0467
	Proteobacteria
	Gammaproteobacteria
	Enterobacterales
	Yersiniaceae
	Serratia

	335  
	Otu0468
	Acidobacteriota
	Blastocatellia
	DS-100
	DS-100_fa
	DS-100_ge

	336  
	Otu0470
	Bdellovibrionota
	Oligoflexia
	0319-6G20
	0319-6G20_fa
	0319-6G20_ge

	337  
	Otu0471
	Verrucomicrobiota
	Verrucomicrobiae
	Chthoniobacterales
	Chthoniobacteraceae
	Chthoniobacter

	338  
	Otu0472
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Xanthobacteraceae
	Bradyrhizobium

	339  
	Otu0473
	Proteobacteria
	Gammaproteobacteria
	Burkholderiales
	TRA3-20
	TRA3-20_ge

	340  
	Otu0475
	Bacteroidota
	Bacteroidia
	Sphingobacteriales
	Sphingobacteriaceae
	Sphingobacteriaceae_unclassified

	341  
	Otu0476
	MBNT15
	MBNT15_cl
	MBNT15_or
	MBNT15_fa
	MBNT15_ge

	342  
	Otu0478
	Nitrospirota
	Nitrospiria
	Nitrospirales
	Nitrospiraceae
	Nitrospira

	343  
	Otu0481
	Myxococcota
	bacteriap25
	bacteriap25_or
	bacteriap25_fa
	bacteriap25_ge

	344  
	Otu0482
	Proteobacteria
	Alphaproteobacteria
	Sphingomonadales
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