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Supplementary material, Fig. S3

Figure S8 (7 plates). Maximum-likelihood phylogenies of seven terrestrial isopod families built 
with CO1 barcode sequences. Black arrows indicate sequences obtained in this study. Outgroup 
clades (Tylidae and Ligiidae, excluding Ligia) are coloured grey; clades belonging to a species that 
had at least one CO1 barcode produced in this study are coloured by species. Numbers above 
nodes show ultrafast bootstrap support. Nodes with < 70% ultrafast bootstrap support are 
collapsed. In the phylogeny for Trachelipodidae, Nagurus cristatus sequences form a polytomy 
with Trachelipodidae and Tylidae. Please note that the inclusion of GenBank sequences in each 
family reflects the GenBank taxonomic classification of these genera, and may not be in 
accordance with currently-accepted taxonomy. A, Armadillidiidae; B, Cylisticidae; C, Oniscidae; 
D, Philosciidae; E, Porcellionidae; F, Trachelipodidae; G, Trichoniscidae.  
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B
MF744625.1/1-658 Cylisticus convexus voucher BIOUG08059-F12 cytochrome oxidase subunit 1 COi gene part ial eds mi tochondrial/1-658 
MN810770.1/1-658 Cylisticus convexus voucher ZFMK-TIS-2520883 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MT521139.1/1-658 Cylisticus convexus voucher BC ZSM MYR 00560 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MN810707.1/1-658 Cylisticus convexus voucher ZFMK-TIS-2501899 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MT521086.1/1-658 Cylisticus convexus voucher MT06314 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MN810645.1/1-658 Cylisticus convexus voucher ZFMK-TIS-19901 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MT521275.1/1-658 Cylisticus convexus voucher BC ZSM MYR 00561 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MN810618.1/1-658 Cylisticus convexus voucher ZFMK-TIS-2501895 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MN810698.1/1-658 Cylisticus convexus voucher ZFMK-TIS-19945 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
Cylisticus convexus 047AAG consensus/10-667 ◄ 
Cylisticus convexus 184B2 consensus/11-668 ◄ 

.--------------I
I 

MN810743.1/1-658 Cylisticus convexus voucher ZFMK-TIS-19896 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
MT521159.1/1-658 Cylisticus convexus voucher GBOL 18630 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
Cylisticus convexus 150-1 consensus trimmed/12-669 ◄ 
MN810826.1/1-658 Cylisticus convexus voucher ZFMK-TIS-19938 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
Cylisticus convexus 1331C3 consensus/10-667 ◄ 
MN810730.1/1-658 Cylisticus convexus voucher ZFMK-TIS-2520823 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
Cylisticus convexus 082AAA consensus/14-654 ◄ 
MT521096.1/1-658 Cylisticus convexus voucher MT06315 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 

i-------- MK603245.1/1-615 Tylos granulatus isolate YZ26 cytochrome oxidase subunit I COi gene partial eds mitochondrial 
MZ540108.1/1-581 Tylos capensis isolate TcER02 cytochrome c oxidase subunit I COX1 gene partial eds mitochondrial 

i-------------- KF007596.1/1-650 Tylos punctatus isolate Ensenada 281 4 cytochrome oxidase subunit I COi gene paroal eds mitochondrial 
KJ468120.1/1-583 Tylos niveus voucher Puerto Rico 28 1 cytochrome oxidase subunit I COi gene partial eds mitochondrial 

i--------------- KJ468118.1/1-560 Tylos marcuzz1i voucher MZUF 8660 cytochrome oxidase subunit I COi gene partial eds mitochondrial 
KJ468116.1/1-572 Tylos maindroni voucher MZUF 2156 cytochrome oxidase subunit I COi gene partial eds mitochondrial 
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:��ia1 eds mitochondrial 
KJ468109.1/1-554 Tylos chilensis voucher MZUF 279 cytochrome oxidase subunit I COi gene partial eds mitochondrial 

MT521213.1/1-658 Tylos ponticus voucher MT06358 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial 
GU097619.1/1-282 Tylos europaeus isolate TPl1 cytochrome oxidase subunit I COi gene partial eds mitochondrial 

i---------------- AB763432.1/1-627 Tylos granuliferus mitochondrial COi gene for cytochrome oxidase subunit I partial eds haplotype H001 
KJ468121.1/1-563 Tylos opercularis voucher MZUF 9425 cytochrome oxidase subuni t I COi gene paroal eds mitochondrial 

i-------------- EU364624.1/1-658 Tylos neozelanicus voucher BES11448 cytochrome oxidase subunit I COX1 gene partial eds mitochondrial 
i------------- GU097565.1/1-257 Helleria brevicornis isolate CAP1 cytochrome oxidase subun it I COi gene partial eds mitochondrial 

0.2 

C 

KJ468126.1/1-562 Tylos wegeneri voucher LACM 25 July 1985 J.A.Vargas cytochrome oxidase subunit I COi gene partial eds mitochondrial 
100 LC711269.1/6-663 Ligidium koreanum Shi124 Che2302 mitochondrial COX1 gene for cytochrome oxidase subunit 1 part ial cds/1-658 

LC711253.1/6-663 Ligidium japonicum Oym15 Che2183 mitochondrial COX1 gene for cytochrome oxidase subunit 1 partial cds/1-658 
.______ AB626262.1 /6-663 Ligidium ryukyuense mitochondrial COi gene for cytochrome oxidase subunit I paroal eds isolate iso-85/1-658 

MN810648.1/1-658 Ligidium hypnorum voucher ZFMK-TIS-2518709 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
DO182820.1/1-621 Ligidium beieri isolate KEF3 cytochrome oxidase subunit I COi gene partial eds mitochondrial/1-621 

DQ182857.1/1-615 Ligidium beieri isolate PRUS cytochrome oxidase subunit I COi gene partial eds mitochondrial/1-615 

ON212598.1/12-508 Tauroligidium cf. stygium isolate 21Y cytochrome c oxidase subunit I COX1 gene partial eds mi tochondrial/1-497 
ON212584.1/9-506 Typhloligidium coecum isolate 35Y cytochrome c oxidase subunit I COX1 gene partial eds mitochondrial/1-498 

ON212590.1/9-506 Typhloligidium karabijajlae isolate 41Y cytochrome c oxidase subunit I COX1 gene partial eds mitochondrial/1-498 
ON212582.1/9-506 Typhloligidium lithophagum isolate 19Y cytochrome c oxidase subunit I COX1 gene partial eds mitochondrial/1-498 
ON212583.1/12-452 Typhloligidium lithophagum isolate 46Y cytochrome c oxidase subunit I COX1 gene partial eds mitochondrial/1-441 

.______ ON212579.1/9-506 Typhloligidium kovali isolate 47Y cytochrome c oxidase subunit I COX1 gene partial eds mitochondrial/1-498 
DO182827 .1 /1-622 Ligidium werneri isolate LES1 cytochrome oxidase subunit I COi gene partial eds mitochondrial/1-622 

.__ ______ DO182779.1/1-606 Ligidium euboicum isolate EV119 cytochrome oxidase subunit I COi gene partial eds mitochondrial/1-606 
.__ ______ DO182825.1/1-621 Ligidium ghigii isolate KOS3 cytochrome oxidase subunit I COi gene paroal eds mitochondrial/1-621 

DO182831.1/1-625 Ligidium cycladicum isolate ANDl2 cytochrome oxidase subunit I COi gene partial eds mitochondrial/1-625 
'--------- MT521243.1/1-658 Ligidium germanicum voucher ZSM-BC-27349-D11 cytochrome oxidase subunit 1 COi gene partial eds mitochondrial/1-658 
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Figure S3 (7 plates). Maximum-likelihood phylogenies of seven terrestrial isopod families built with CO1 barcode 
sequences. Black arrows indicate sequences obtained in this study. Outgroup clades (Tylidae and Ligiidae, excluding Ligia) 
are coloured grey; clades belonging to a species that had at least one CO1 barcode produced in this study are coloured by 
species. Numbers above nodes show ultrafast bootstrap support. Nodes with < 70% ultrafast bootstrap support are collapsed. 
In the phylogeny for Trachelipodidae, Nagurus cristatus sequences form a polytomy with Trachelipodidae and Tylidae. 
Please note that the inclusion of GenBank sequences in each family reflects the GenBank taxonomic classification of these 
genera, and may not be in accordance with currently-accepted taxonomy. A, Armadillidiidae; B, Cylisticidae; C, Oniscidae; 
D, Philosciidae; E, Porcellionidae; F, Trachelipodidae; G, Trichoniscidae.  
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