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Supplementary Figure S1: Phylogenetic tree of the 47 species analyzed in this study. This tree was constructed from the tree of Moreau & Belll (2013). The color scale represents the CTmax values of the species. Lighter colors represent lower CTmax and darker colors represent higher CTmax.
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Supplementary Table S1. Number of colonies and workers sampled, worker body size (mesosoma length), nesting microhabitat, and CTmax for the 47 ant species in this study.
	[bookmark: _Hlk122382628]Species
	Number of colonies sampled
	Number of workers sampled
	Mesosoma length (mm) (mean ± SD)
	Nesting microhabitat
	Minimum CTmax (°C)
	Maximum CTmax (°C)
	CTmax (°C) (mean ± SD)

	Dolichoderinae
	
	
	
	
	
	
	

	Dolichoderus diversus
	4
	80
	2.00 ± 0.00
	Tree
	44
	47
	45.71 ± 0.6

	Dorymyrmex sp. 1
	4
	75
	1.14 ± 0.10
	Ground
	43
	50
	47.61 ± 1.5

	Linepithema sp. 1
	2
	40
	0.90 ± 0.00
	Ground
	43
	45
	43.80 ± 0.5

	Tapinoma melanocephalum
	1
	20
	0.50 ± 0.00
	Ground
	44
	45
	44.95 ± 0.2

	Ectatomminae
	
	
	
	
	
	
	

	Ectatomma muticum
	1
	20
	2.81 ± 0.20
	Ground
	43
	44
	43.95 ± 0.2

	Holcoponera pernambucana
	2
	36
	1.26 ± 0.05
	Ground
	41
	43
	42.41 ± 0.6

	Formicinae
	
	
	
	
	
	
	

	[bookmark: _Hlk122382669]Brachymyrmex patagonicus
	4
	77
	0.40 ± 0.00
	Ground
	38
	48
	45.15 ± 2.6

	Brachymyrmex sp. 3
	3
	54
	0.40 ± 0.00
	Ground
	40
	45
	43.12 ± 1.2

	Camponotus arboreus
	4
	71
	2.05 ± 0.27
	Tree
	43
	49
	47.10 ± 1.2

	Camponotus atriceps
	4
	78
	3.39 ± 0.53
	Tree
	38
	46
	44.29 ± 2.0

	Camponotus blandus
	2
	37
	2.30 ± 0.40
	Tree
	48
	50
	48.91 ± 0.4

	Camponotus crassus
	1
	20
	2.46 ± 0.46
	Tree
	47
	49
	48.25 ± 0.7

	Camponotus sp. 2
	4
	76
	3.43 ± 0.38
	Ground
	42
	46
	45.39 ± 0.8

	Camponotus sp. 7
	1
	20
	1.79 ± 0.11
	Tree
	45
	48
	46.85 ± 0.7

	Nylanderia fulva
	4
	79
	0.97 ± 0.04
	Ground
	41
	46
	43.49 ± 1.0

	Paratrechina longicornis
	4
	78
	1.00 ± 0.00
	Ground
	42
	47
	45.70 ± 1.0

	Myrmicinae
	
	
	
	
	
	
	

	[bookmark: _Hlk122382774]Acromyrmex subterraneus
	4
	79
	1.92 ± 0.54
	Ground
	42
	45
	43.67 ± 0.6

	Atta sexdens
	4
	78
	1.86 ± 0.70
	Ground
	40
	47
	44.73 ± 1.7

	Cardiocondyla emeryi
	1
	20
	0.50 ± 0.00
	Ground
	42
	47
	45.40 ± 1.9

	Cephalotes pusillus
	1
	20
	1.65 ± 0.21
	Tree
	46
	49
	48.10 ± 0.9

	Cephalotes sp. 4
	1
	16
	1.34 ± 0.19
	Tree
	46
	49
	47.81 ± 0.8

	Cephalotes maculatus
	1
	18
	0.90 ± 0.00
	Tree
	44
	48
	46.61 ± 1.3

	Crematogaster sp. 4
	3
	58
	0.76 ± 0.04
	Tree
	45
	49
	46.56 ± 1.1

	Crematogaster sp. 5
	1
	20
	0.80 ± 0.00
	Tree
	45
	48
	47.20 ± 1.1

	Mycetamoellerius urichii
	1
	20
	1.61 ± 0.17
	Ground
	42
	44
	43.20 ± 0.5

	Mycocepurus smithii
	1
	20
	0.90 ± 0.00
	Ground
	38
	41
	39.30 ± 1.3

	Pheidole sp. 1
	4
	79
	0.94 ± 0.10
	Ground
	41
	44
	42.70 ± 1.0

	Pheidole sp. 10
	2
	40
	1.29 ± 0.32
	Ground
	42
	44
	42.85 ± 0.8

	Pheidole sp. 11
	1
	20
	0.80 ± 0.00
	Ground
	41
	44
	43.60 ± 0.8

	Pheidole sp. 5
	1
	18
	1.00 ± 0.00
	Ground
	42
	43
	42.88 ± 0.3

	Pheidole sp. 7
	2
	40
	0.86 ± 0.05
	Ground
	40
	44
	43.00 ± 0.6

	Pheidole sp. 8
	2
	40
	1.14 ± 0.12
	Ground
	45
	47
	45.83 ± 0.5

	Procryptocerus schmitti
	1
	7
	1.24 ± 0.09
	Tree
	44
	47
	46.43 ± 1.1

	Sericomyrmex mayri
	1
	20
	1.62 ± 0.29
	Ground
	39
	41
	40.60 ± 0.6

	Solenopsis sp. 1
	1
	20
	1.00 ± 0.00
	Ground
	46
	47
	46.15 ± 0.4

	Solenopsis sp. 5
	4
	79
	0.40 ± 0.00
	Ground
	40
	49
	46.45 ± 1.9

	Solenopsis substituta 
	1
	20
	1.00 ± 0.00
	Ground
	46
	49
	47.85 ± 0.7

	Tetramorium simillimum
	3
	59
	0.63 ± 0.04
	Ground
	39
	44
	41.52 ± 1.8

	Wasmannia auropunctata
	1
	20
	0.40 ± 0.00
	Ground
	40
	44
	42.40 ± 1.1

	Ponerinae
	
	
	
	
	
	
	

	Hypoponera sp. 1
	1
	19
	1.00 ± 0.00
	Ground
	41
	43
	42.89 ± 0.5

	Odontomachus bauri
	4
	80
	3.37 ± 0.21
	Ground
	42
	43
	42.85 ± 0.4

	Pseudomyrmecinae
	
	
	
	
	
	
	

	[bookmark: _Hlk122382926]Pseudomyrmex gr. pallidus sp.1
	1
	20
	1.10 ± 0.00
	Tree
	44
	48
	46.10 ± 1.2

	Pseudomyrmex gr. pallidus sp.2
	1
	19
	1.00 ± 0.00
	Tree
	44
	47
	46.47 ± 0.8

	Pseudomyrmex gracillis
	1
	6
	2.13 ± 0.16
	Tree
	46
	48
	47.00 ± 0.9

	Pseudomyrmex schuppi
	2
	32
	1.11 ± 0.14
	Tree
	43
	48
	45.28 ± 1.3

	Pseudomyrmex tenuis
	1
	6
	1.80 ± 0.00
	Tree
	46
	49
	47.83 ± 1.0

	Pseudomyrmex termitarius
	1
	10
	1.82 ± 0.06
	Tree
	49
	50
	49.70 ± 0.5




[bookmark: _Hlk157608267]Supplementary Table S2. Statistical outputs from the GLMs conducted to test for differences in CTmax among colonies of the same species. Two models (without and with body size as a covariate) were conducted for each of the 16 species sampled at the population level. Some species did not show differences between worker sizes, so the model results without and with body size as a covariate did not differ. 
	
	Estimate
	Standard error 
	t value
	p value

	Acromyrmex subterraneus
	
	
	
	

	   Intercept
	44.3
	0.15
	287.2
	<0.0001

	   Colony 
	-0.27
	0.06
	-4.78
	<0.0001

	
	
	
	
	

	   Intercept
	44.1
	0.38
	115.7
	<0.0001

	   Colony
	-0.25
	0.07
	-3.70
	0.0004

	   Body size
	0.09
	0.13
	0.73
	0.46

	
	
	
	
	

	Atta sexdens
	
	
	
	

	   Intercept
	46.5
	0.43
	107.6
	<0.0001

	   Colony
	-0.69
	0.15
	-4.48
	<0.0001

	
	
	
	
	

	   Intercept
	45.1
	0.46
	96.1
	<0.0001

	   Colony
	-1.04
	0.15
	-6.82
	<0.0001

	   Body size
	1.21
	0.24
	5.01
	<0.0001

	
	
	
	
	

	Brachymyrmex patagonicus
	
	
	
	

	   Intercept
	48.4
	0.60
	80.3
	<0.0001

	   Colony
	-1.27
	0.21
	-5.85
	<0.0001

	
	
	
	
	

	Brachymyrmex sp. 3
	
	
	
	

	   Intercept
	43.3
	0.44
	97.47
	<0.0001

	   Colony
	-0.1
	0.21
	-0.45
	0.66

	
	
	
	
	

	Camponotus sp. 2
	
	
	
	

	   Intercept
	44.9
	0.21
	204.8
	<0.0001

	   Colony
	0.18
	0.07
	2.23
	0.028

	
	
	
	
	

	   Intercept
	45.3
	0.85
	53.15
	<0.0001

	   Colony
	0.17
	0.08
	2.14
	0.035

	   Body size
	0.34
	0.43
	0.77
	0.64

	
	
	
	
	

	Camponotus arboreus
	
	
	
	

	   Intercept
	45.6
	0.27
	164.6
	<0.0001

	   Colony
	0.58
	0.10
	5.63
	<0.0001

	
	
	
	
	

	   Intercept
	45.03
	0.90
	49.82
	<0.0001

	   Colony
	0.56
	0.11
	5.22
	<0.0001

	   Body size
	-0.32
	0.45
	0.71
	0.48

	
	
	
	
	

	Camponotus atriceps
	
	
	
	

	   Intercept
	44.2
	0.60
	77.7
	<0.0001

	   Colony
	0.04
	0.21
	0.19
	0.85

	
	
	
	
	

	   Intercept
	47.45
	1.53
	31.0
	<0.0001

	   Colony
	0.04
	0.20
	0.20
	0.83

	   Body size
	-0.96
	0.42
	-2.28
	0.025

	
	
	
	
	

	Crematogaster sp. 4
	
	
	
	

	   Intercept
	48.5
	0.25
	186.8
	<0.0001

	   Colony
	-0.98
	0.12
	-8.13
	<0.0001

	
	
	
	
	

	   Intercept
	71.2
	2.19
	32.4
	<0.0001

	   Colony
	-2.28
	0.15
	-15.8
	<0.0001

	   Body size
	-26.2
	2.53
	-10.3
	<0.0001

	
	
	
	
	

	Dolichoderus diversus 
	
	
	
	

	   Intercept
	45.7
	0.15
	286.9
	<0.0001

	   Colony
	0.02
	0.06
	0.26
	0.8

	
	
	
	
	

	Dorymyrmex sp. 1
	
	
	
	

	   Intercept
	47.3
	0.41
	112.9
	<0.0001

	   Colony
	0.12
	0.15
	0.78
	0.43

	
	
	
	
	

	   Intercept
	53.3
	1.99
	26.7
	<0.0001

	   Colony
	-0.03
	0.16
	-0.19
	0.84

	   Body size
	-4.92
	1.61
	-3.06
	0.003

	
	
	
	
	

	Nylanderia fulva
	
	
	
	

	   Intercept
	43.4
	0.29
	149.5
	<0.0001

	   Colony
	0.03
	0.11
	0.27
	0.79

	
	
	
	
	

	   Intercept
	30.5
	2.39
	12.74
	<0.0001

	   Colony
	0.16
	0.09
	1.67
	0.09

	   Body size
	12.9
	2.38
	5.45
	<0.0001

	
	
	
	
	

	Odontomachus bauri
	
	
	
	

	   Intercept
	43.0
	0.10
	442.1
	<0.0001

	   Colony
	-0.06
	0.04
	-1.70
	0.10

	
	
	
	
	

	   Intercept
	44.2
	0.87
	50.8
	<0.0001

	   Colony
	0.00
	0.05
	0.00
	1.00

	   Body size
	0.40
	0.29
	-1.39
	0.17

	
	
	
	
	

	Paratrechina longicornis
	
	
	
	

	   Intercept
	45.2
	0.27
	164.5
	<0.0001

	   Colony
	0.21
	0.10
	2.12
	0.037

	
	
	
	
	

	Pheidole sp. 1
	
	
	
	

	   Intercept
	43.4
	0.26
	168.3
	<0.0001

	   Colony
	-0.25
	0.09
	-2.74
	0.007

	
	
	
	
	

	   Intercept
	45.9
	1.04
	44.04
	<0.0001

	   Colony
	-0.08
	0.11
	-0.69
	0.49

	   Body size
	-3.26
	1.25
	-2.59
	0.01

	
	
	
	
	

	Solenopsis sp. 5
	
	
	
	

	   Intercept
	46.4
	0.55
	84.9
	<0.0001

	   Colony
	0.03
	0.20
	0.17
	0.86

	
	
	
	
	

	Tetramorium simillimum
	
	
	
	

	   Intercept
	42.4
	0.62
	67.8
	<0.0001

	   Colony
	-0.42
	0.29
	-1.47
	0.15

	
	
	
	
	

	   Intercept
	9.52
	5.85
	1.62
	0.10

	   Colony
	1.80
	0.46
	3.94
	0.0002

	   Body size
	44.9
	7.96
	5.64
	<0.0001




















Supplementary Table S3. Statistical outputs from the regression models performed to analyze the relationship between worker CTmax and worker size for each of the colonies sampled. The quadratic term of the model was removed when it was not significant. Note that it was only possible to perform a linear regression for colonies that presented workers with different sizes. Therefore, for some colonies, statistical outputs were not available (NA). In each row we also provide the mean body size, the mean, minimum and maximum CTmax (°C), and the colony coefficient of variation (CV%). The * indicates those models in which the quadratic term was significant.
	
	R2
	Estimate
	Standard error
	Df
	p value
	Body size (mean ± s.d.)
	Minimum CTmax
	Maximum CTmax
	CTmax (mean ± s.d.)
	CV (%)

	Acromyrmex subterraneus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.001
	0.02
	0.14
	18
	0.88
	2.55 ± 0.51
	43
	44
	43.9 ± 0.3 ºC
	0.7

	Colony 2
	0.17
	0.67
	0.34
	18
	0.06
	1.75 ± 0.34
	43
	45
	43.9 ± 0.6 ºC
	1.3

	Colony 3
	0.35
	1.21
	0.38
	18
	0.006
	1.64 ± 0.39
	42
	45
	43.9 ± 0.8 ºC
	1.9

	Colony 4
	0.45
	<0.0001
	<0.0001
	18
	0.06
	1.76 ± 0.36
	43
	43
	43.0 ± 0.0 ºC
	0.0

	
	
	
	
	
	
	
	
	
	
	

	Mycetomoellerius urichii
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.18
	1.26
	0.63
	18
	0.06
	1.61
	42
	44
	43.2 ± 0.5 ºC
	1.2

	Atta sexdens
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.19
	0.77
	0.40
	16
	0.07
	1.58 ± 0.42
	45
	47
	45.9 ± 0.8 ºC
	3.1

	Colony 2
	0.59
	2.66
	0.52
	18
	0.00008
	1.43 ± 0.40
	43
	47
	45.2 ± 1.4 ºC
	3.1

	Colony 2*
	0.68
	-3.78
	1.75
	17
	0.04
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	

	Colony 3
	0.34
	2.83
	0.93
	18
	0.007
	2.11 ± 0.44
	40
	47
	44.0 ± 2.2 ºC
	4.9

	Colony 4
	0.41
	0.93
	0.26
	18
	0.002
	2.27 ± 0.96
	40
	45
	44.0 ± 1.4 ºC
	3.2

	Colony 4*
	0.71
	-0.96
	0.22
	17
	0.0005
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	

	Brachymyrmex patagonicus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	18
	NA
	0.4 ± 0.0
	45
	48
	46.3 ± 0.9 ºC
	1.9

	Colony 2
	NA
	NA
	NA
	18
	NA
	0.4 ± 0.0
	44
	47
	46.0 ± 0.8 ºC
	1.9

	Colony 3
	NA
	NA
	NA
	18
	NA
	0.4 ± 0.0
	44
	48
	46.7 ± 0.8 ºC
	1.8

	Colony 4
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	38
	46
	41.9 ± 3.0 ºC
	7.1

	
	
	
	
	
	
	
	
	
	
	

	Brachymyrmex sp. 3
	
	
	NA
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	43
	44
	43.6 ± 0.5 ºC
	1.2

	Colony 2
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	40
	43
	42.5 ± 1.1 ºC
	2.7

	Colony 3
	NA
	NA
	NA
	13
	NA
	0.4 ± 0.0
	40
	44
	43.5 ± 1.7 ºC
	3.9

	Camponotus blandus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.09
	-0.41
	0.35
	15
	0.25
	2.35 ± 0.37
	48
	50
	48.8 ± 0.5 ºC
	1.1

	Colony 2
	0.49
	<0.0001
	<0.0001
	18
	0.35
	2.43 ± 0.45
	49
	49
	49.0 ± 0.0 ºC
	0.0

	Camponotus crassus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.11
	0.51
	0.34
	18
	0.15
	2.46 ± 0.46
	47
	49
	48.3 ± 0.7 ºC
	1.5

	Camponotus sp. 2
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.10
	-0.38
	0.96
	17
	0.18
	3.49 ± 0.38
	43
	45
	44.9 ± 0.5 ºC
	1.0

	Colony 2
	0.03
	-0.12
	0.18
	16
	0.51
	3.40 ± 0.43
	45
	46
	45.9 ± 0.3 ºC
	0.7

	Colony 3
	0.10
	1.10
	0.78
	17
	0.18
	3.54 ± 0.34
	42
	46
	45.1 ± 1.2 ºC
	2.6

	Colony 4
	0.01
	-0.12
	0.27
	18
	0.66
	3.29 ± 0.39
	45
	46
	45.8 ± 0.4 ºC
	1.0

	Camponotus sp. 7
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.08
	1.82
	1.45
	18
	0.22
	1.79 ± 0.11
	45
	48
	46.9 ± 0.7 ºC
	1.6

	Camponotus arboreus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.05
	2.66
	3.00
	16
	0.38
	2.05 ± 0.11
	43
	47
	46.3 ± 1.4 ºC
	3.1

	Colony 2
	0.02
	-1.75
	3.09
	18
	0.58
	1.93 ± 0.06
	44
	47
	46.5 ± 0.9 ºC
	1.9

	Colony 3
	0.15
	1.07
	0.71
	13
	0.16
	2.02 ± 0.27
	46
	49
	47.8 ± 0.8 ºC
	1.6

	Colony 4
	0.0008
	-0.08
	0.24
	16
	0.73
	2.22 ± 0.40
	47
	48
	47.8 ± 0.4 ºC
	0.8

	Camponotus atriceps
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.16
	-2.25
	1.21
	18
	0.08
	3.47 ± 0.47
	38
	46
	43.9 ± 2.7 ºC
	6.0

	Colony 2
	0.02
	-0.52
	0.85
	17
	0.55
	3.24 ± 0.52
	40
	46
	44.8 ± 1.9 ºC
	4.2

	Colony 3
	0.06
	-0.79
	0.73
	18
	0.29
	3.41 ± 0.64
	40
	46
	44.3 ± 2.1 ºC
	4.7

	Colony 4
	0.007
	-0.21
	0.63
	17
	0.74
	3.43 ± 0.52
	41
	46
	44.2 ± 1.4 ºC
	3.0

	Cardiocondyla emeryi
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.5 ± 0.0
	42
	47
	45.4 ± 2.0 ºC
	4.3

	Cephalotes pusillus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.001
	-0.15
	0.93
	18
	0.88
	1.65 ± 0.21
	46
	49
	48.1 ± 0.9 ºC
	1.8

	Cephalotes sp. 4
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.01
	0.45
	1.15
	14
	0.70
	1.34 ± 0.19
	46
	49
	47.8 ± 0.8 ºC
	1.7

	Cephalotes maculatus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	17
	NA
	0.9 ± 0.0
	44
	48
	46.6 ± 1.2 ºC
	3.0

	Crematogaster sp. 4
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.8 ± 0.0
	47
	49
	48.0 ± 0.6 ºC
	1.3

	Colony 2
	NA
	NA
	NA
	17
	NA
	0.8 ± 0.0
	45
	46
	45.7 ± 0.5 ºC
	1.0

	Colony 3
	NA
	NA
	NA
	19
	NA
	0.7 ± 0.0
	46
	46
	46.0 ± 0.0 ºC
	0.0

	Crematogaster sp. 5
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.8 ± 0.0
	45
	48
	47.2 ± 1.1 ºC
	2.2

	Dolichoderus diversus
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	2 ± 0.0
	44
	47
	45.5 ± 0.9 ºC
	2.0

	Colony 2
	NA
	NA
	NA
	19
	NA
	2 ± 0.0
	46
	46
	46.0 ± 0.0 ºC
	0.0

	Colony 3
	NA
	NA
	NA
	19
	NA
	2 ± 0.0
	45
	46
	45.7 ± 0.5 ºC
	1.0

	Colony 4
	NA
	NA
	NA
	19
	NA
	2 ± 0.0
	45
	46
	45.7 ± 0.5 ºC
	1.1

	Dorymyrmex sp. 1
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	1.1 ± 0.0
	47
	50
	48.4 ± 0.7 ºC
	1.4

	Colony 2
	0.01
	1.89
	3.93
	18
	0.64
	1.24 ± 0.10
	43
	49
	45.9 ± 1.8 ºC
	4.0

	Colony 3
	NA
	NA
	NA
	17
	NA
	1.2 ± 0.0
	48
	49
	48.3 ± 0.5 ºC
	1.0

	Colony 4
	NA
	NA
	NA
	16
	NA
	1 ± 0.0
	47
	48
	48.1 ± 0.6 ºC
	1.2

	Ectatomma muticum
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.0002
	0.01
	0.26
	18
	0.94
	2.81 ± 0.20
	43
	44
	44.0 ± 0.2 ºC
	0.5

	Holcoponera pernambucana
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	15
	NA
	1.2 ± 0.0
	43
	43
	43.0 ± 0.0 ºC
	0.0

	Colony 2
	NA
	NA
	NA
	19
	NA
	1.3 ± 0.0
	41
	43
	42.0 ± 0.4 ºC
	0.9

	Hypoponera sp. 1
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	18
	NA
	1 ± 0.0
	41
	43
	42.9 ± 0.5 ºC
	1.0

	Linepithema sp. 1
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.9 ± 0.0
	43
	45
	43.9 ± 0.5 ºC
	1.1

	Colony 2
	NA
	NA
	NA
	19
	NA
	0.9 ± 0.0
	43
	44
	43.8 ± 0.4 ºC
	1.0

	Mycocepurus smithii
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.9 ± 0.0
	38
	41
	39.3 ± 1.3 ºC
	3.2

	Nylanderia fulva
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	18
	NA
	1 ± 0.0
	41
	45
	43.6 ± 1.2 ºC
	2.6

	Colony 2
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	42
	45
	43.8 ± 0.6 ºC
	1.5

	Colony 3
	NA
	NA
	NA
	19
	NA
	0.9 ± 0.0
	41
	43
	42.6 ± 0.8 ºC
	1.9

	Colony 4
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	42
	46
	44.0 ± 0.9 ºC
	2.1

	Odontomachus bauri
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	3 ± 0.0
	43
	43
	43.0 ± 0.0 ºC
	0.0

	Colony 2
	NA
	NA
	NA
	19
	NA
	3.5 ± 0.0
	43
	43
	43.0 ± 0.0 ºC
	0.0

	Colony 3
	NA
	NA
	NA
	19
	NA
	3.5 ± 0.0
	42
	43
	42.4 ± 0.5 ºC
	1.2

	Colony 4
	NA
	NA
	NA
	19
	NA
	3.5 ± 0.0
	43
	43
	43.0 ± 0.0 ºC
	0.0

	Paratrechina longicornis 
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	42
	46
	44.9 ± 1.2 ºC
	2.7

	Colony 2
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	46
	47
	46.2 ± 0.4 ºC
	0.9

	Colony 3
	NA
	NA
	NA
	18
	NA
	1 ± 0.0
	44
	47
	46.1 ± 0.9 ºC
	1.9

	Colony 4
	NA
	NA
	NA
	18
	NA
	1 ± 0.0
	44
	47
	45.6 ± 0.9 ºC
	2.0

	Pheidole sp. 1
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.07
	-2.67
	2.28
	17
	0.26
	0.87 ± 0.09
	41
	44
	43.1 ± 1.0 ºC
	2.3

	Colony 2
	0.0005
	0.21
	2.05
	18
	0.92
	0.88 ± 0.10
	41
	44
	43.4 ± 0.9 ºC
	2.0

	Colony 3
	NA
	NA
	NA
	NA
	NA
	1 ± 0.0
	41
	42
	41.7 ± 0.5 ºC
	1.1

	Colony 4
	0.10
	-2.63
	1.83
	18
	0.17
	1.01 ± 0.06
	42
	44
	42.8 ± 0.6 ºC
	1.3

	Pheidole sp. 5
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	17
	NA
	1 ± 0.0
	42
	43
	42.9 ± 0.3 ºC
	0.8

	Pheidole sp. 7
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.9 ± 0.0
	42
	44
	43.1 ± 0.5 ºC
	1.2

	Colony 2
	0.0005
	0.28
	2.90
	18
	0.92
	0.82 ± 0.06
	40
	44
	43.0 ± 0.8 ºC
	1.8

	Pheidole sp. 8
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.05
	-0.73
	0.79
	18
	0.37
	1.17 ± 0.17
	45
	47
	45.7 ± 0.6 ºC
	1.3

	Colony 2
	NA
	NA
	NA
	19
	NA
	1.1 ± 0.0
	45
	47
	46.0 ± 0.5 ºC
	1.0

	Pheidole sp. 10
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.003
	0.11
	0.45
	18
	0.81
	1.55 ± 0.26
	43
	44
	43.6 ± 0.5 ºC
	1.2

	Colony 2
	0.47
	0.72
	0.77
	18
	0.36
	1.04 ± 0.10
	42
	43
	42.2 ± 0.4 ºC
	0.9

	Pheidole sp. 11
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.8 ± 0.0
	41
	44
	43.6 ± 0.8 ºC
	1.9

	Procryptocerus schmitti
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.12
	-4.00
	4.88
	5
	0.45
	1.24 0.09
	44
	47
	46.4 ± 1.1 ºC
	NA

	Pseudomyrmex schuppi
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	44
	47
	45.3 ± 0.9 ºC
	1.9

	Colony 2
	NA
	NA
	NA
	11
	NA
	1.3 ± 0.0
	43
	48
	45.3 ± 1.9 ºC
	4.1

	Pseudomyrmex gr. pallidus sp. 1
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	1.1 ± 0.0
	44
	48
	46.1 ± 1.2 ºC
	2.6

	Pseudomyrmex termitarius
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.05
	1.67
	2.64
	8
	0.55
	1.82 ± 0.06
	49
	50
	49.7 ± 0.5 ºC
	NA

	Pseudomyrmex gr. pallidus sp. 2
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	18
	NA
	1 ± 0.0
	44
	47
	46.5 ± 0.8 ºC
	1.8

	Pseudomyrmex tenuis
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	5
	NA
	1.8 ± 0.0
	46
	49
	47.8 ± 1.0 ºC
	NA

	Pseudomyrmex gracilis
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.3
	-3.00
	2.29
	4
	0.26
	2.13 ± 0.16
	46
	48
	47.0 ± 0.9 ºC
	NA

	Sericomyrmex mayri
	
	
	
	
	
	
	
	
	
	

	Colony 1
	0.01
	0.24
	0.47
	18
	0.61
	1.62 ± 0.29
	39
	41
	40.6 ± 0.6 ºC
	1.5

	Solenopsis sp. 1
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	46
	47
	46.2 ± 0.4 ºC
	0.8

	Solenopsis substituta
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	1 ± 0.0
	46
	49
	47.9 ± 0.7 ºC
	1.4

	Solenopsis sp. 5
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	18
	NA
	0.4 ± 0.0
	45
	47
	46.5 ± 0.8 ºC
	1.8

	Colony 2
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	44
	48
	46.9 ± 1.2 ºC
	2.6

	Colony 3
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	40
	49
	45.5 ± 3.4 ºC
	7.4

	Colony 4
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	45
	48
	47.0 ± 0.6 ºC
	1.4

	Tapinoma melanocephalum
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.5 ± 0.0
	44
	45
	44.9 ± 0.2 ºC
	0.5

	Tetramorium simillimum
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	18
	NA
	0.7 ± 0.0
	40
	44
	42.7 ± 1.0 ºC
	2.3

	Colony 2
	NA
	NA
	NA
	19
	NA
	0.6 ± 0.0
	39
	44
	40.0 ± 1.5 ºC
	3.7

	Colony 3
	NA
	NA
	NA
	19
	NA
	0.6 ± 0.0
	39
	44
	41.9 ± 1.8 ºC
	4.2

	Wasmannia auropunctata
	
	
	
	
	
	
	
	
	
	

	Colony 1
	NA
	NA
	NA
	19
	NA
	0.4 ± 0.0
	40
	44
	42.4 ± 1.1 ºC
	2.6
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