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1 0.8 0.6 0.4 0.2 0.1

1 . rs174601 : Red_blood_cell_...(25500335)(3E−305)

Gondoic_acid(1E−45)

Blood_metabolite_levels(24816252)(8E−16)

Trans_fatty_acid_levels(25646338)(3E−13)

Liver_enzyme_le...(22001757)(3E−9)

11

2 . rs174574 : Plasma_omega−3_...(21829377)(4E−55)

Trans_fatty_acid_levels(25646338)(3E−14)

C−reactive_prot...(27286809)(8E−10)

22

3 . rs174577 : Plasma_omega−6_...(26584805)(4E−68)

Iron_status_bio...(25352340)(2E−17)

Trans_fatty_acid_levels(25646338)(4E−14)

QRS_duration(27659466)(4E−11)

P_wave_duration(24850809)(3E−8)

33

4 . rs174576 : Glycerophosphol...(26068415)(1E−17)

Trans_fatty_acid_levels(25646338)(3E−14)

Bipolar_disorder(28115744)(1E−10)

44

5 . rs174533 : Red_blood_cell_count(27863252)(4E−21)

Hemoglobin_concentration(27863252)(3E−14)

Hematocrit(27863252)(2E−11)

LDL_cholesterol_levels(28334899)(1E−9)

Total_cholesterol_levels(28334899)(2E−9)

55

6 . rs174583 : Trans_fatty_acid_levels(25646338)(2E−13)

QT_interval(24952745)(8E−11)

66

7 . rs174528 : Plasma_omega−6_...(26584805)(2E−65)

Gondoic_acid(3E−46)

Trans_fatty_acid_levels(25646338)(4E−12)

Vaccenic_acid(7E−10)

77

8 . rs1535 : Plasma_omega−3_...(21829377)(3E−152)

Plasma_omega−3_...(21829377)(3E−63)

Glycerophosphol...(26068415)(8E−48)

LDL_cholesterol_levels(28334899)(5E−45)

Total_cholesterol_levels(28334899)(1E−43)

Glycerophosphol...(26068415)(8E−18)

Trans_fatty_acid_levels(25646338)(5E−14)

Inflammatory_bo...(26192919)(3E−9)

88991010

snp / p / or / maf / info / directions

a . rs174601 / 6.43e−09 / 1.01 / 0.36 / 0.962 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

DAGLA

MYRF

DKFZP434K028

TMEM258

MIR611

FEN1

FADS1

MIR1908

FADS2

FADS3

MIR6746

RAB3IL1



BIP−MDD_run1.out.results.run3.16.chr15

Chromosome 15 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs16967103 : Crohn's_disease(23128233)(4E−9)

11

snp / p / or / maf / info / directions

a . rs34141940 / 5.20e−08 / 0.99 / 0.31 / 0.997 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

C15orf53



BIP−MDD_run1.out.results.run3.6.chr3

Chromosome 3 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs6550435 : Bipolar_disorder(24618891)(2E−8)

11

2 . rs75968099 : Schizophrenia(25056061)(1E−13)

Schizophrenia(26198764)(2E−12)

Autism_spectrum...(28540026)(1E−11)

22

3 . rs6789885 : Platelet_distri...(27863252)(2E−10)

33

snp / p / or / maf / info / directions

a . rs11129735 / 6.10e−08 / 0.99 / 0.46 / 0.999 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

LINC02033

TRANK1

EPM2AIP1

MLH1

LRRFIP2

GOLGA4



BIP−MDD_run1.out.results.run3.8.chr4

Chromosome 4 (kb)
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Chromosome 19 (kb)
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Chromosome 2 (kb)
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Chromosome 4 (kb)
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BIP−MDD_run1.out.results.run3.14.chr12

Chromosome 12 (kb)
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BIP−MDD_run1.out.results.run3.1.chr2

Chromosome 2 (kb)
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BIP−MDD_run1.out.results.run3.19.chr17

Chromosome 17 (kb)
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1 . rs7224610 : Urate_levels(23263486)(5E−17)
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snp / p / or / maf / info / directions

a . rs1477143 / 1.80e−07 / 1.01 / 0.26 / 0.984 / 0−0−0
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database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out
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BIP−MDD_run1.out.results.run3.0.chr1

Chromosome 1 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs4130548 : Body_mass_index(28448500)(2E−10)

Waist_circumference(25673412)(3E−10)

Body_mass_index(28448500)(5E−10)

Body_mass_index...(28448500)(6E−10)

Body_mass_index(28448500)(1E−9)

Body_mass_index(28448500)(1E−9)

Body_mass_index...(28448500)(1E−9)

Body_mass_index...(28448500)(5E−9)

Body_mass_index...(28448500)(3E−8)

11

2 . rs12401738 : Body_mass_index(25673413)(1E−10)

Body_mass_index(25673413)(2E−10)

Body_mass_index(25673413)(6E−10)

22

3 . rs17381664 : Body_mass_index(28448500)(4E−9)

Body_mass_index(28448500)(1E−8)

Body_mass_index...(28448500)(1E−8)

Body_mass_index(28448500)(3E−8)

Body_mass_index(28448500)(3E−8)

Obesity(23563607)(3E−8)

33

4 . rs6678622 : Hip_circumference(25673412)(1E−9)

44

5 . rs12754946 : Educational_att...(27225129)(1E−8)

55

6 . rs12406019 : Body_mass_index(28448500)(6E−11)

Body_mass_index(28448500)(2E−10)

Body_mass_index...(28448500)(2E−10)

Body_mass_index...(28448500)(8E−10)

Body_mass_index(28448500)(1E−9)

Body_mass_index(28448500)(2E−9)

Body_mass_index...(28448500)(3E−9)

Body_mass_index...(28448500)(3E−8)

66

7 . rs34517439 : Lung_cancer(28604730)(2E−10)

Psoriasis(28537254)(4E−9)

Lung_adenocarcinoma(28604730)(4E−8)

77

8 . rs17391694 : Height(25282103)(4E−16)

Height(20881960)(2E−11)

Hip_circumference(25673412)(3E−10)

Crohn's_disease(23128233)(3E−9)

88

snp / p / or / maf / info / directions

a . rs12409958 / 1.86e−07 / 0.99 / 0.36 / 0.941 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

AK5

ZZZ3

USP33

MIGA1

NEXN−AS1

NEXN

FUBP1

DNAJB4

GIPC2

MGC27382



BIP−MDD_run1.out.results.run3.17.chr16

Chromosome 16 (kb)
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1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs11642775 / 2.54e−07 / 0.99 / 0.31 / 0.985 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

IL34

MTSS1L

VAC14

VAC14−AS1



BIP−MDD_run1.out.results.run3.18.chr17

Chromosome 17 (kb)
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1 . rs227584 : Bone_mineral_density(22504420)(3E−24)

11

2 . rs2269906 : Mean_corpuscula...(28017375)(1E−8)

22

3 . rs2857078 : Reticulocyte_count(27863252)(2E−30)

Red_cell_distri...(27863252)(2E−22)

33

4 . rs12602486 : Glycated_hemogl...(24244560)(1E−24)

44

5 . rs1476512 : Immature_fracti...(27863252)(1E−16)

55

6 . rs9303601 : High_light_scat...(27863252)(4E−11)

High_light_scat...(27863252)(3E−10)

66

snp / p / or / maf / info / directions

a . rs189049 / 2.64e−07 / 1.01 / 0.30 / 0.967 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

LSM12

G6PC3

HDAC5

LOC105371789

C17orf53

ASB16

ASB16−AS1

TMUB2

ATXN7L3

UBTF

MIR6782

SLC4A1

RUNDC3A−AS1



BIP−MDD_run1.out.results.run3.7.chr3

Chromosome 3 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs2710323 : Waist−to−hip_ra...(28448500)(4E−9)

Schizophrenia,_...(24166486)(3E−8)

Waist−to−hip_ra...(28448500)(4E−8)

11

2 . rs1108842 : Adiponectin_levels(22479202)(1E−13)

22

3 . rs13083798 : Waist_circumfer...(28448500)(2E−11)

Waist−to−hip_ra...(25673412)(4E−11)

Waist_circumfer...(28448500)(4E−11)

Waist−to−hip_ra...(25673412)(7E−11)

Waist_circumfer...(28448500)(1E−10)

Waist−to−hip_ra...(25673412)(5E−10)

Waist_circumfer...(28448500)(5E−10)

Waist_circumfer...(28448500)(5E−10)

Waist_circumfer...(28448500)(6E−10)

Waist−to−hip_ra...(25673412)(2E−9)

Waist_circumfer...(28448500)(3E−9)

Waist_circumfer...(28448500)(4E−9)

Waist−to−hip_ra...(28443625)(1E−8)

Waist_circumfer...(28448500)(1E−8)

33

4 . rs2590838 : Adiponectin_levels(22479202)(2E−13)

Waist−to−hip_ra...(28448500)(2E−9)

Waist−to−hip_ra...(28448500)(2E−8)

44

5 . rs2535627 : Schizophrenia(26198764)(2E−11)

Schizophrenia(25056061)(4E−11)

55

6 . rs3617 : Autism_spectrum...(28540026)(3E−12)

Red_blood_cell_count(27863252)(2E−9)

66

7 . rs11717383 : Schizophrenia(26198764)(3E−9)

77

8 . rs66782572 : Hemoglobin_concentration(27863252)(6E−9)

88

9 . rs353547 : Autism_spectrum...(28540026)(4E−8)

99

10 . rs2251219 : Major_mood_disorders(20081856)(2E−9)

1010

..(only the first 10 catalog hits are shown).......

snp / p / or / maf / info / directions

a . rs3774349 / 2.67e−07 / 1.01 / 0.49 / 0.998 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out
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TLR9

TWF2

LOC101929054
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WDR82

MIRLET7G

GLYCTK

GLYCTK−AS1

MIR135A1

DNAH1

BAP1

PHF7

SEMA3G

TNNC1

NISCH

STAB1

NT5DC2

SMIM4

PBRM1

GNL3

SNORD136

SNORD19

SNORD19B

SNORD19C

SNORD69

GLT8D1

SPCS1

NEK4

ITIH1

ITIH3

ITIH4

ITIH4−AS1

MUSTN1

TMEM110−MUSTN1

TMEM110

MIR8064

SFMBT1

RFT1
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1 0.8 0.6 0.4 0.2 0.1

1 . rs2271893 : Bipolar_disorder(22182935)(2E−10)

11

2 . rs56361249 : Bipolar_disorder(28072414)(3E−10)

22

snp / p / or / maf / info / directions

a . rs72809820 / 3.25e−07 / 0.99 / 0.34 / 0.979 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

KANSL3

FER1L5

LMAN2L

CNNM4

MIR3127

CNNM3

ANKRD23

ANKRD39

SEMA4C

FAM178B



BIP−MDD_run1.out.results.run3.21.chr20
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1 0.8 0.6 0.4 0.2 0.1

1 . rs6027072 : Modified_Stumvo...(27416945)(4E−9)

11

snp / p / or / maf / info / directions

a . rs220498 / 4.29e−07 / 0.99 / 0.44 / 0.935 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

RALGAPB

ADIG

ARHGAP40

SLC32A1

ACTR5



BIP−MDD_run1.out.results.run3.2.chr2

Chromosome 2 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs6737205 : RR_interval(8E−9)

11

snp / p / or / maf / info / directions

a . rs6720083 / 5.19e−07 / 1.01 / 0.40 / 0.982 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

BABAM2

LOC100505736

LOC100505716



BIP−MDD_run1.out.results.run3.12.chr7

Chromosome 7 (kb)
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BIP−MDD_run1.out.results.run3.5.chr2
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BIP−MDD_run1.out.results.run3.11.chr6

Chromosome 6 (kb)
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BIP−MDD_run1.out.results.run3.15.chr12

Chromosome 12 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs3809114 : Platelet_count(27863252)(3E−11)

11

2 . rs1106766 : Urate_levels(20884846)(2E−11)

Glomerular_filt...(26831199)(2E−9)

22

3 . rs11613352 : Triglycerides(24097068)(9E−14)

HDL_cholesterol_levels(28334899)(1E−13)

Triglyceride_levels(28334899)(1E−13)

HDL_cholesterol(24097068)(2E−13)

Triglycerides(20686565)(4E−10)

HDL_cholesterol(20686565)(2E−8)

33

4 . rs3741414 : Urate_levels(23263486)(2E−25)

44

5 . rs61352607 : Triglycerides(25961943)(1E−8)

55

6 . rs12826178 : Schizophrenia(25056061)(2E−12)

Schizophrenia(26198764)(1E−11)

Autism_spectrum...(28540026)(4E−10)

66

snp / p / or / maf / info / directions

a . rs138310208 / 7.02e−07 / 0.99 / 0.09 / 0.814 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out
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1 0.8 0.6 0.4 0.2 0.1

1 . rs17826816 : Bipolar_disorder(24618891)(1E−8)

11

2 . rs78277363 : Cognitive_decli...(26252872)(3E−8)

22

snp / p / or / maf / info / directions

a . rs12519539 / 7.89e−07 / 1.01 / 0.21 / 0.995 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

ADCY2



BIP−MDD_run1.out.results.run3.22.chr20

Chromosome 20 (kb)
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1 0.8 0.6 0.4 0.2 0.1

1 . rs6124687 : Mean_platelet_volume(27863252)(2E−12)

11

snp / p / or / maf / info / directions

a . rs6513959 / 8.77e−07 / 0.99 / 0.31 / 0.985 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out
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