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Chromosome 15 (kb)

39000

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●
●

●

●

●

●

●
●

●

●

●
●

●
●

●

●

●

●

●

●
●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

● ●

●

●

●

●
●

●

● ●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●●●

●

●

●

●
●

●

●

●

●

●

●

● ●

● ●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●
●

●

●

●
●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs34141940 / 2.35e−07 / 0.91 / 0.31 / 0.996 / 1−12−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

C15orf53

CCGWAS_genomic_regions_p6.MDD.2

Chromosome 15 (kb)

39000

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●●
● ●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●●

●
●

● ●●
●

●

●

●

●

●

●

●
●

●●

●

●

●

●
●

●

●

●

●

●● ●
●

●●

●

●
●

●

●

●

●
●

●

●
● ●

●

●

●

●

●

●

●●

●

●
●

●

●

●
●●

●

●

● ●

●

●

●

●

●●

●
● ●

●

●
● ●

● ●
●

●

●

●

●

● ●
●

●

●
●

●

●

●

●

●
●●

●
● ●

●●
●

●

●●
●

●
●

●

●

●

●

●

●
●

●

●

●

●●

●

●

●

●

●
● ●

●●
●

●● ●

●

●
●

●

●

●

● ●●

● ●

●
●

●
●

●

●

●

●

● ●

●

●

●

●
●

●

●

●● ●
●

●

●
●
●

●

●
●

●

●●● ●

●
●

●

● ●●

●

●
●●

●

●

●
●

●
●

●

●
●

●

●

●

● ●

●

●

●

●

●

●
●

●

● ●

●
●

●

●
●● ● ●●

●
● ●

● ●

●
●

●

●

●

●
●

● ●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●
●

●

●

● ●

● ●

●

●

●

●

●

●

●

●
●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs34141940 / 7.14e−01 / 0.99 / 0.31 / 0.998 / 7−6−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

C15orf53

CCGWAS_genomic_regions_p6.CCGWAS.2

Chromosome 15 (kb)

39000

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●

● ●

●

●

●

●

●

●

●

●

●

● ●

●
●

●

●

●● ●●
●
●

●

●

●

●● ●●●

●

●

●

●

●●

●

●
●
●●

●
●

●
●●

●●

●

●●

●

●
●●

●

●
● ● ●●

●

●

●

●

●●

●

●

● ●

●

●

●

●
●

●

●
●
●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●●

●

●

●

●● ●●●

●

●
●
●

●

● ●

●

●

●

●

●

●

● ●

●
●●

●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●●

●

●●

●●

●

●

●●
●●

●

●

●●

● ●

●

●

●

●

●

●

●

●

●●●

●●●●

●

●●●●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

● ●

●

●●

●
●

●

●

●●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●●

●

●

●

●● ●●

●●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs34141940 / 5.20e−08 / 0.99 / 0.31 / 0.997 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

C15orf53



CCGWAS_genomic_regions_p6.BD.4
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Chromosome 19 (kb)
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Chromosome 4 (kb)
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Chromosome 2 (kb)

21500

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

● ●●
●

●
●

●

●

●

● ●

●

●●

●

●

●
●

● ●●● ●●
●

●

●
●●

●

●
●

●

●●

●

●●

● ● ●●

●

●

●

●

●

●

●

●● ●

●

●

●

●

●

● ●●

●

●●
●

●●

●

● ●
●

●● ● ●

●

● ●

●

●● ●●● ●● ●

●

●● ●

●
● ●● ●

●

●

● ●● ●● ●● ●
●

●

● ●●● ●

●

●

●

● ●● ●● ●

●

● ●

●
●●

●

●●

●

● ●

●

●●
●

●

●

● ●

●

●
●

●●● ●● ●

●

●
●

●

●

●

●● ●

●

●

● ●●
●● ●

●
●

●

●

● ●
●

● ●

●

●

●

● ●
●

●● ●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs733760 / 7.95e−06 / 0.93 / 0.43 / 0.984 / 1−12−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

CCGWAS_genomic_regions_p6.MDD.9

Chromosome 2 (kb)

21500

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●
●

●

●

●

●●
●

●

●●
●●

●

●

●

●
●

●

● ●●

●

●

●
●

●

●

●

●

●

●●
●

●

●
●

● ●

●

●

●
●

●

●

●

●● ●
●

●

●

●●●

●

●

●

●

●

● ●

●

●

● ●
●

●

● ●

●

●

● ●

●

●●

●

●● ●
●

●

●

●

●

●

●
● ●

●

● ●

●

●

●

●

●●

●● ●

● ●

● ●●● ●

●

●

●

● ●● ●●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●
●

●

●

●
●

●

●●

●

●
● ●

●

●

●

●

●

●

●

● ●

●

●
●

●

●

●

●

●
●

●● ●

●

●

● ●●
●

●

●

●

●

●
●

●

●●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs733760 / 2.16e−01 / 1.02 / 0.43 / 0.979 / 6−7−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

CCGWAS_genomic_regions_p6.CCGWAS.9

Chromosome 2 (kb)

21500

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●●

●

● ●

●

●

●

●

●
●

●

●

● ● ●

●

●

●

● ●

●

●

●

●

●

● ●

●
●

●

●

● ●

●

●
●

●

●● ●

●

●

●

●

●

●
●

●●
● ●

●

●

●●● ●
● ●

●

● ●

●

●
●
●

●

●●●● ● ●
●

●

●●

●●●

●

● ● ● ●

●

● ●

●

●
●

●

●

●

●

●

● ●●●

●

●

●

●

●

●●
●

●

●
●

●

●
●

●

●

●

●

●

● ●
●●

● ●

●

●

● ●

● ●●

●

● ● ●
●

●

● ●

●

●

●

●

●

●

●

●

● ●●
●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs733760 / 1.77e−07 / 0.99 / 0.43 / 0.982 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out



CCGWAS_genomic_regions_p6.BD.10

Chromosome 17 (kb)

53300

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

● ●

●

●● ●

●

●

●

●

●

●

●●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

● ●

●
● ●

●

●
●

●●

● ●

●

●
●

●

●●

●
●

●

●

●

●

● ●

●

●

●

●

●

●

●

●
●

●
●

●

●
● ●

●

●
●

●

●

●
●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs1477143 / 2.73e−07 / 1.11 / 0.26 / 0.986 / 10−3−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

HLF

CCGWAS_genomic_regions_p6.MDD.10

Chromosome 17 (kb)
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Chromosome 1 (kb)
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Chromosome 17 (kb)
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Chromosome 2 (kb)
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Chromosome 2 (kb)
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Chromosome 2 (kb)

28400 28500

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●●

●

●

●

●●
●

●
●

●

●

●

●
●
●

●

●

●●

●●

● ●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

●●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●●

●

●
●●

●●

●

●

●

●

●

●

●●

●

●

●

●

●

●●
●

●

● ●

●

●

●●

●

●●●

●

●●
●

●

●●

●

●

●

●

●●●

●

●

●

●

●

●

●

●●

●
●

●
●
●

●●

● ●

●●●

●

●

●

●● ●●

●

●

●

●

●

●●

●

●
●● ●●●

●

●

●

●

●

●

●

●●

●

●

●

●

●●

●

●
●

●

●

●●

●

●

●

●
●

●

●

●

●

●

●

●●

●●●
●●

●

●●●●●

●
●

● ● ●

●

●

●●

●

●

●

●
●
●●

●

●●●●

●

●
●●

●

●

●●
●
●
●

●●●
●

●

●

●●●●

●

●
●

●
●

●
●
●
●

●●

●●

●

●

●

●

●

●●

●●

●

●

●

●

●

● ●

●

●●

●

●●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●●●

●

●

●●●

●

●

●

●

●

●

●

●●●

●

●

●

●●

●●●

●

●

●
●

●

●

●

●●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●

●

●

●

●

●●●

●

● ●
●

●●●●

●

●
●

●

●●●

●●

●
● ●

●●●●

●

●

●
● ●●

●
●●●●●

●
●
●

●

●

●

●●●
●
●●●●

●

●

●

●

●

●

●

●

●

●

●●

●●

●●

●

●

●●

●

●

●

●

●

●

●●

●

●

●

●
●

●

●

●

●

●

●

●

●

●●

●

●

●● ●

●

●

●

●

●

●

●

●●●

●

●

●

● ●

●
●●

●

●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●

●

●

●

●

●● ●

●

●
●

●

● ●●●

●

●

●

●

●
●
●

●●

●

● ●

●●
●
●

●

●

●

●
●●

●

● ● ● ● ●

●

●

●

●

●

●

●
●
●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●●

●
●

●

●

●●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs6720083 / 5.19e−07 / 1.01 / 0.40 / 0.982 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

BABAM2

LOC100505736



CCGWAS_genomic_regions_p6.BD.18

Chromosome 7 (kb)
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Chromosome 7 (kb)

1900 2000 2100

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●
●●

●

●

● ●●●●

●

●●●●

●

●

●

●

●

●●

●

●

●

●
●
●

●

●
●●
●
●

●

●

●

●
●

●●●●

●

●

●

●

●

●●

●

●
●●

●●

●

●

●●

●

●

●

●

●
●

●

●

●●

●

●
●
●
●●

●
●

●

●

●

●●●

●

●●●●●●●●

●

●

●

●

●
●●●

●

●●● ●●

●

●●

●

●●

●

●

●

●

●

●
●●●●

●●●●

●

●

●

●

●●

●

●

●

●●●

●●●●

●

●

●

●

●●●●●●●●●

●●●

●●●

●

●●●●●●●

●

●

●

●●●●●●

●

●

●

●

●

●
●●●

●

●

●

●●●●●●●

●

●

●
●

●

●

●

●
●

●

●●

●

●

●

●
●●

●●

●●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●●

●

●

●●

●

●
●●

●

●●

●

●

●●

●

●●

●

●●●

●●●

●

●

●

●

●

●

●

●

●

●

●

●

●●●●
●●

●

●●

●
●

●●

●

●

●●

●

●
●

●

●

●

●

●

●●●●

●

●●

●●●●

●

●

●
●●

●

●●

●

●

●

●

●

●●●●●

●

●

●

●●●

●

●

●

●●

●

●

●●

●

●●

●

●

●

●● ●●●
●

●

●●

●
●

●●●●●●

●●

●

●●●
●●●

●

●●

●

●●

●

●

●

●

●

●

●●●

●●

●●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●

●
●●

●●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●●

●●

●

●●●

●

●

●

●

●●

●

●

●

●

●

●

●

●
●

●

●●●

●

●

●

●

●

●

●

●●

●●

●

●

●

●

●

●

●

●●

●

●

●●●

●

●

●●●●

●

●

●
●●

●

●

●

●

●●

●

●●
●●

●

●●

●

●

●

●●

●●

●

●

●

●

●

●

●●

●

●●

●
●●

●

●

●

●●

●

●●●●●●

●

●●●●●●

●

●●●●●

●

●
●●

●

●

●

●
●

●

●●

●

●

●●●
●
●●

●
●

●

●

●●

●

●

●

●

●

●●●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●●

●

●●

●

●
●

●

●●

●●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●●●●

●

●

●

●

●

●
●

●

●

●
●

●

●

●

●

●
●

●

●

●
●

●

●

●

●

●●●

●

●●
●

●●●

●●

●

●

●

●●

●●●

●

●

●

●

●

●
●

●

●

●
●●

●

●

●

●
●

●●

●●●
●

●

●

●

●●

●●
●

●●

●●

●

●

●

●●

●●
●●●●

●
●

●
●

●●●●

●

●●

●

●

●

●

●

●

●

●

●

● ●

●●●

●

●

●

●

●

●●●

●

●

●●

●●

●

●

●

●
●

●

●

●

●●

●

●●

●

●

●

●

●● ●

●

●

●

●

●

●

●

●

●

●
●●

●

●

●

●

●●
●

●

●●

●●

●

●●

●

●
●●

●

●●

●

●

●●

●

●●●●

●●

●

●●

●

●

●●

●

●

●

●

●

●

●

●

●●

●

●

●

●●

●

●
●

●●●

●

●

●

●

●●●
●

●●

●●●●

●
●

●
●

●
●

●
●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●●

●

●
●
●

● ●

●

●

●

●
●

●
●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●●

●
●

●

●

●

●

●

●
●

●
●

●

●
●

●●

●

●

●

●●

●●

●
●
●
●

●

●

●

●

●●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●
●

●●●

●

●

●

●

●

●
●●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●●

●
●

●

●●

●

●

●
●

●

●●

●

●

● ●

●

●●●●

●

●

●

●●

●

●

●●

●

●

●

●

●

●

●

●

●
●

●

●

●

●●

●

●

●

●●
●

●

●

●

●

●●
●

●

●●

●●

●

●

●

●

●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs56093134 / 5.80e−07 / 1.01 / 0.20 / 0.956 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

MAD1L1

SNORA114



CCGWAS_genomic_regions_p6.BD.19

Chromosome 2 (kb)
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Chromosome 5 (kb)
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Chromosome 20 (kb)
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