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Chromosome 2 (kb)

28400 28500

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●●

●

●

●

●●
●

●
●

●

●

●

●
●
●

●

●

●●

●●

● ●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

●●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●●

●

●
●●

●●

●

●

●

●

●

●

●●

●

●

●

●

●

●●
●

●

● ●

●

●

●●

●

●●●

●

●●
●

●

●●

●

●

●

●

●●●

●

●

●

●

●

●

●

●●

●
●

●
●
●

●●

●●

●●●

●

●

●

●● ●●

●

●

●

●

●

●●

●

●
●●●●●

●

●

●

●

●

●

●

●●

●

●

●

●

●●

●

●
●

●

●

●●

●

●

●

●
●

●

●

●

●

●

●

●●

●●●
●●

●

●●●●●

●
●

● ● ●

●

●

●●

●

●

●

●
●
●●

●

●●●●

●

●
●●

●

●

●●
●
●
●

●●●
●

●

●

●●●●

●

●
●

●
●

●
●
●
●

●●

●●

●

●

●

●

●

●●

●●

●

●

●

●

●

●●

●

●●

●

●●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●●
●

●

●

●

●

●
●

●●●
●

●

●

●
●

●●

●

●

●●●

●

●

●

●

●

●

●

●●●

●

●

●

●●

●●●

●

●

●
●

●

●

●

●●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●

●

●

●

●

●●●

●

● ●
●

●●●●

●

●
●

●

●●●

●●

●
●●

●●●●

●

●

●
● ●●

●
●●●●●

●
●
●

●

●

●

●●●
●
●●●●

●

●

●

●

●

●

●

●

●

●

●●

●●

●●

●

●

●●

●

●

●

●

●

●

●●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●

●●

●

●

●● ●

●

●

●

●

●

●

●

●●●

●

●

●

● ●

●
●●

●

●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●

●

●

●

●

●● ●

●

●
●

●

● ●●●

●

●

●

●

●
●
●

●●

●

● ●

●●
●
●

●

●

●

●
●●

●

● ● ● ● ●

●

●

●

●

●

●

●
●
●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●●

●
●

●

●

●●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs6720083 / 5.19e−07 / 1.01 / 0.40 / 0.982 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

BABAM2

LOC100505736

LOC100505716

Meta_CCGWAS_genomic_regions_p6.Meta.1

Chromosome 2 (kb)

28400 28500

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●● ●

●
●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●
●

●

●

●

●
●

●

●
●

●

●

●

● ●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●● ●
●

●

●

● ●●

●
●

●

●

●

●

●

●

●

● ●

●

●
●

●

●

●

●●

●

●

●

●

● ●

●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●●

●

●
●

● ●

●

●

●
●

●
●

●

●
●

●

●

●

●

●

●
●

●

●
●

●

● ●

●
●

●

●

●

●
●

●

●
●

●

●

●● ●

●

●

● ●

●

●

●

●● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●
● ●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●● ●

●

●

●

●

●

●

●

●

●
●

●

●

●

● ●

●

●

●
●

●

●
●

●●

●

●

●

● ●

●

●

●

●

●● ● ●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

● ●●
●

●

●

●

●

●

●
●

●

●●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●● ●●
●

●

●

●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●●

●

●

●

●

●

●

●

●●

●

●

●

●

●
● ●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●●

●

●

●
●

●

●
●

●

●

●
●● ●

●

●

●

●

●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs6720083 / 7.06e−07 / 1.07 / 0.40 / 0.979 / 6−20−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out
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