
MetaRegression_v2.4.chr3

Chromosome 3 (kb)

50100 50400 50900 51400 51700

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

filter: p < 0.5

●●●●

●
●●

●
●

●
●

●
●

●

●

●

●●●

●

●
●

●
●●●●

●

●

●

●●
●

●
●●

●

●

●

●●

●

●

●

●

●

●

●

●●

●●●●
●
●

●

●
●

●

●
●

●

●●

●

●

●

●●

●

●

●

●●

●

●

●
●

●

●

●

●

●

●

●

●

●
●

●●

●

●

●

●
●

●

●

●

●
●●

●

●●

●

●●

●
●

●

●

●

●

●●
●

●
●

●●

●

●

●

●

●●●
●●●

●

●

●

●

●

●

●

●

●
●

●

●

●

●
●●

●

●
●●●●●●
●●●●●

●

●●●●●

●

●●●
●
●
●
●

●

●

●

●

●

●

●
●

●
●

●●

●

●
●
●●●●

●

●

●

●●●●

●

●●●●●

●

●

●
●

●

●

●

●
●●

●

●

●

●●●●●

●

●●●
●●
●●●●●●●●●

●

●

●●●
●●●●●●●●

●●
●●●●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●●
●

●

●

●

●

●

●

●

●

●
●●●

●

●

●

●

●●

●

●●
●●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●●●●●●
●
●●●●

●●

●
●

●

●●

●

●●
●
●●●
●

●

●

●

●
●

●

●●

●

●

●●

●●

●

●●●

●

●

●

●

●

●

●
●●●

●

●●

●

●

●

●

●
●

●

●

●

●●●

●

●

●●●

●

●

●●
●
●●

●

●

●

●●

●

●●

●●

●●
●
●

●

●

●●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●●●

●

●
●
●●●●

●

●
●●

●●

●●●

●

●●●●●●●●●●●●●
●
●

●

●

●

●●●

●
●●●●

●

●
●

●

●

●

●

●

●

●

●

●

●
●●●●●●●

●

●

●

●●●

●

●●●●●

●

●
●●●●

●

●
●●●

●

●

●

●●●

●

●●●●●●●●●●

●

●

●

●

●

●

●●●●

●

●

●●●

●

●●
●
●●

●●

●

●
●
●

●

●

●●●●●

●

●
●
●●●●●●●●

●

●

●●●●●●●●●●
●
●
●
●
●
●●●●●●

●

●●

●

●●●

●

●●

●

●
●●

●

●

●

●

●

●●

●

●

●

●
●●●●

●

●●

●

●

●●

●
●

●●

●●

●

●●●

●

●

●

●

●

●

●

●
●●
●●

●

●●

●

●●

●

●

●

●●●●
●

●●

●

●●●●●●●●

●●●

●●●●

●

●

●●●

●●●
●
●
●
●

●

●●●

●

●

●

●●●●

●

●●●

●

●●●●●

●

●

●

●●

●

●●●●

●

●

●●●●

●

●●●

●

●●●
●●●●●●●

●

●●●●●●●

●

●●

●

●

●

●

●●●

●

●●
●

●

●●

●

●●●

●

●●

●

●●●

●●

●

●●

●●

●

●

●

●

●●●●●

●

●

●

●

●

●
●

●●●

●

●

●●

●●

●

●

●●●

●

●

●

●●

●●

●●●●●●

●

●

●

●

●

●

●

●●●

●

●

●

●●

●

●

●

●●●●

●

●

●●●●●●

●

●●

●

●●●

●

●●

●

●●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●
●

●●

●

●

●

●●

●

●

●

●

●

●●

●

●●

●

●●●●

●

●●●

●

●

●

●●●

●

●●●●

●

●●●●●

●

●●●●

●

●

●●●●●

●

●

●

●

●●●

●

●●●●●●●

●

●

●
●

●●
●●●

●

●

●

●

●

●

●●

●

●●

●

●●●●●●

●

●●●●●●

●

●●●●●●

●

●

●

●

●●

●●

●

●●
●

●

●

●
●●●

●

●●

●

●●
●
●●

●

●●●●

●

●

●●●●
●

●

●●●

●●

●

●●
●

●

●

●
●●●

●
●

●

●
●

●●

●

●

●

●

●●●

●

●●

●

●

●

●●

●

●●●

●

●

●

●
●

●●

●

●●●

●
●

●

●

●

●●●●●●●●

●

●

●

●●●●

●

●

●●

●●

●

●

●

●

●●

●●●

●●●

●●●

●

●

●
●●

●

●●

●

●

●

●

●●●●●

●

●

●

●●

●

●●

●●

●●●

●

●●
●●

●●

●

●

●●●●●●

●

●

●●●

●●

●●●
●

●

●●

●

●

●

●●

●

●●●●

●

●●

●

●

●

●●

●

●●

●●●●●●●●●●●●

●

●●●

●

●

●

●

●●

●
●

●●

●
●
●

●

●

●

●

●

●

●●●●●●
●
●
●

●●

●●●●

●●●●●●●●
●●

●

●

●●

●

●
●●

●

●●●

●
●

●●

●

●●●

●

●●●

●

●

●

●●●

●

●

●

●

●●
●

●

●

●

●●
●
●

●
●

●

●●●
●
●

●

●

●●●
●
●●●●

●

●

●

●●●●

●

●●

●

●
●

●
●

●

●●●●

●

●

●

●
●●
●

●●●●

●

●

●●

●

●
●

●

●●●
●
●
●●

●●

●

●

●

●●●●●●●

●

●
●

●

●

●

●
●

●●

●

●●●●●●●

●

●
●
●●●●●

●

●

●●●●●●●●●●

●

●●●●
●

●

●
●●

●

●
●

●

●

●

●

●●●

●

●

●

●

●

●

●

●●

●●

●

●

●

●●

●

●

●

●●

●

●

●
●●
●

●

●

●

●
●
●

●
●

●●
●

●●
●

●

●●●

●
●

●

●

●
●

●

●

●
●
●
●
●

●
●●

●

●

●

●

●●

●

●●●●

●

●

●

●

●●

●●

●●

●●●

●●

●●

●

●●

●

●

●

●

●

●

●●
●

●

●

●

●

●

●

●
●●

●

●

●
●●

●●●

●●

●●

●

●

●●

●
●

●

●

●
●

●●●●

●
●

●●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●
●

●

●
●

●

●
●

●

●

●

●

●

●

●

●●

●

●

●●●

●

●

●

●

●

●

●

●

●

●●

●

●
●

●

●

●
●

●

● ●

●

●

● ●●

●

●

●
●●

●●●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●
●

●
●

●

●

●●

●

●
●

●●

●

●
●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●●●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●● ●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

● ●

●

●

● ● ●

●

●

●

●
●

●

●
●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs11917680 / 2.34e−07 / 0.87 / 0.27 / 0.952 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

RBM5

RBM5−AS1

SEMA3F−AS1

SEMA3F

MIR566

GNAT1

SLC38A3

GNAI2

MIR5787

SEMA3B−AS1

SEMA3B

MIR6872

LSMEM2

IFRD2

HYAL3

NAT6

HYAL1

HYAL2

TUSC2

RASSF1

RASSF1−AS1

ZMYND10

NPRL2

CYB561D2

TMEM115

CACNA2D2

C3orf18

HEMK1

CISH

MAPKAPK3

MIR4787

DOCK3

MANF

RBM15B

DCAF1

RAD54L2

TEX264

GRM2



MetaRegression_v2.6.chr3

Chromosome 3 (kb)

118000 118100 118200

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●●

●

●●

●●

●
●

●

●●

●

●

●

●

●

●●

●

●

●

●●●

●
●●
●

●

●

●

●

●

●●
●
●

●

●
●

●

●●
●
●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●
●

●
●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●
●

●●

●
●
●

●

●
●

●

●

●●

●

●
●

●

●
●●●

●

●

●●

●

●

●

●

●●
●●●●

●

●

●

●●
●

●

●●●●●●●●●●

●

●
●
●●

●

●●●●
●●●●●●●●●●●●●●●

●●

●

●

●

●●●

●

●
●
●●●●●●●●●●●

●

●●●●●●

●

●●●●

●

●

●

●●●

●

●●●

●

●

●

●

●● ●●● ●●● ●●●●

●

●●●●

●

●●

●

●●●●

●

●

●

●●
●

●●

●

●●●

●

●

●

●●

●

●●

●

●●●

●●

●●

●
●

●●

●

●

●

●●
●

●

●●●●●

●

●

●

●

●

●

●

●

●

●●

●

●
●

●

●

●

●

●

●
●

●●

●

●●
●

●

●

●

●●●●

●

●●

●

●

●

●●

●

●

●
●●

●

●

●

●

●

●

●

●
●●

●

●

●
●

●
●

●

●

●

●●

●

●

●
● ●

●●

●

●

●●
●

●●

●●●

●●

●
●

●●

●●●●

●

●

●
●

●

●
●
●

●
●

●
●

●

●●

●

●

●●

●

●
●

●

●

●

●

●

●

●
●● ●●

●

●●

●

●

●
●
●●●●●

●

●

●

●

●

●

●
●●

●

●●●

●●

●●

●

●

●

●

●

●
●

●

●

●

●

●

●
●
●●

●●

●

●

●

●

●

●

●

●●●

●●
●

●●●

●

●●●

●

●
●●

●

●●

●

●

●

●

●

●

●

●

●

●●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●●

●●
●

●

●
●

●●

●
●

●●

●

●

●

●●
●

●

●

●

●
●

●

●

●

●●

●

●

●

●

●

●

●

●

●●●

●

●

●

●●

●

●
●●●

●

●
●●

●
●
●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●●●●

●
●
●

●

●

●

●●

●●

●

●

●

●

●

●

●●

●

●●

●

●

●●

●●
●
●

●●

●

●

●

●

●

●

●

●

●

●

●

●●

●●●

●

●

●●

●

●

●

●●●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●●

●

●

●

●●

●●

●

●

●

●

●●●●

●

●●●

●

●●

●●

●

●

●

●●●●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●●

●●

●

●

●●

●

●●●

●●

●

●

●

●●

●
●

●●

●

●●

●

●●
●

●

●

●

●

●
●

●
●

●

●

●●

●●

●

●●●

●

●
●

●

●

●

●●●●

●

●●

●
●●

●

●

●●●●

●●

●

●

●●
●

●

●●
●

●

●

●

●●●

●

●

●

●

●

●●●

●●

●●

●
●
●●

●

●
●

●

●●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●
●

●

●

●

●

●

●

●

●●

●●

●

●

●

●

●

●

●

●

●

●●

●

●

●●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●
●

●

●

●

●
●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●
●

●●

●

●

●

●

●●
● ●

●

●
●●

●

●
●

●
●

●

●

●

●
●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

● ●

●

●

●

●

●
●

●

●
●●

●●

●

●

●

●●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

● ●

●

● ●

●

●

●

●

●

●

●

●
● ●

●

●

●
●

●

●

●

●

●

●

●
●

●

●
●

●

●

● ●

●

●

●
●

●

●

●

●

●
● ●

●

●

●

●

●

● ●
●

●●

● ●

●

●

●●

●

●

●

●

●
●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs779617 / 2.74e−07 / 0.89 / 0.24 / 0.991 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

LOC105374060



MetaRegression_v2.13.chr6

Chromosome 6 (kb)

157900 158000

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●
●
●

●

●

●

●
●

●●●

●●●●●●●

●●

●

●

●

●

●●

●

●

●

●

●

●
●

●

●●

●

●

●
●
●●

●●●
●●

●

●●●
●
●
●

●

●
●
●●●●
●●
●

●

●

●●●

●

●

●
●●● ●

●

●

●
●●●●

●
●●

●
●
●●

●
●

●●●

●●

●

●●●●●●●

●

●
●
●●●●

●
●●●●●●

●

●
●

●

●●

●

●

●
●

●

●

●

● ●

●●

●
●

●

●

●●●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

● ●●

●

●

●●●●

●

●●●●●
●●
●●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●●

●

●●

●

●

●

●

●
●●
●
●●

●

●

●●

●●●●●●●●●●●●●

●

●

●●●●●●●

●●●●●●●●
●●
●●●

●

●●
●●●●●

●●

●

●●

●

●

●

●

●

●●

●

●

●

●

● ●

●

●

●●

●

●

●●●●●●

●
●

●

●

●●

●

●

●●●●●

●

●●●
●

●●

●

●

●

●
●●

●

●

●
● ●●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●●

●●

●●●●●●
●
●
●

●●●

●

●

●

●

●

●

●●

●

●

●

●●

●●●

●
●

●

●●

●
●

●●●●●●

●

●

●
●

●

●

●

●

●

●

●●

●

●●●

●

●

●

●

●

●

●

●

●●●
●

●
●

●

●

●●

●

●

●

●
●

●

●
●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●●
●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●
●
●●●●●

●

●

●

●

●●●●

●

●

●

●
●
●

●●

●

●

●●

●
●●●

●●

●

●●●

●

●

●●

●

●●●

●

●●●

●

●● ●●●● ●●●●

●

●

●●●

●

●

●●●

●

●

●

●
●●

●

●

●●

●

●●

●

●

●●

● ●
●● ●

●

●
●

●

●

●● ●

●

●
●●●

●

●

●

●

●●●●

●

●

●

●

●

●

●●

●

●

●●

●

●
● ●

●

●

●

●

●●

●

●

● ●

●

●●
●

●

● ● ●

●

●
● ●●●

● ● ●
●●

●

●

●

●
●

●

●

●●●

●

●

●

●

● ●

●

●

●●

●

● ●

●

●

●●

●

●

●● ●

●

●

●

●

●

● ●
●

●

●

●

●●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs927050 / 6.65e−07 / 1.17 / 0.14 / 0.934 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

ZDHHC14

MIR3692



MetaRegression_v2.19.chr11

Chromosome 11 (kb)

61500 61600

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●

●

●

●●

●●●●
●●●

●

●
●
●

●

●

●

●●

●

●●●
●

●
●

●

●

●●●
●

●●

●

●

●
●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●
●

●

●●

●●

●●

●

●

●

●

●●●

●

●

●●
●●●

●

●●

●

●●●

●

●

●

●●

●

●

●●

●
●

●

●

●

●

●
●

●

●

●

●
●
●

●

●

●

●

●

●

●

● ●

●

●
●

●●

●

●
●●●●●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●● ●●●●●
●●●●

●

●

●

●

●

●

●

●

●

●

●●●

●

●●

●

●

●●●
●
●●
●
●●●●●●

●

●

●
●
●

●

●

●

●

●

●

●●

●●

●

●

●

●

●

●

●

●

●

●
●

●

●●
● ●

●●

●

●

●

●

●

●

●
●

●

●

●●

●

●
●
●

●

●

●

●●●

●

●

●

●

●●●
●

●

●●●

●●

●

●●●

●
●

●

●

●
●

●
●

●

●
●

●
●

●

●

●●●

●

●

●

●

●

●

●

●

●●●

●

●●

●

●

●

●●

●

●

●●

●

●
●●

●

●

●

●●

●

●

●
●●●

●

●
●●
●

●

●

●

●

●

●

●
●

●

●●

●

●●●●●●
●
●●

●●

●
●●

●

●

●

●●

●

●

●

●●
●

●

●

●●●●●●●●

●

●●

●

●
●

●

●
●
●

●●●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●● ●

●

●

●

●

●

●●

●

●

●

●
●

●
●

●

●● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

● ●●

●

● ●

●

●

●

●
●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●
●●●●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●●

●

●

●

●●●

●
●
●
●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs174534 / 7.18e−07 / 1.13 / 0.34 / 0.995 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

DAGLA

MYRF

DKFZP434K028

TMEM258

MIR611

FEN1

FADS1

MIR1908

FADS2

FADS3

MIR6746

RAB3IL1



MetaRegression_v2.17.chr9

Chromosome 9 (kb)

111600 111700 111800 111900

0

2

4

6

8

O
bs

er
ve

d 
(−

lo
gP

)

0

20

40

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

p = 5.0e−08

●●
●

●

●
●

●

●
●
●

●

●●●●●●●●

●

●
●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●
●●

●

●●●●

●

●

●●●
●●

●

●

●●

●
●
●●
●

●

●
●
●●
●

●

●

●

●

●

●

●●
●

●

●●

●

●
●
●●

●
●●

●
●

●

●

●

●

●

●

●

●

●

●●

●●

●
●●●

●

●●

●●

●●

●

●●●●●

●

●

●

●●●
●

●

●

●
●
●

●

●●●

●

●
●●

●

●

●

●

●

●●

●

●

●●

●●

●

●
●

●●

●

●

●

●

●

●
●
●
●

●

●

●●

●

●

●●

●

●●

●

●

●●

●●

●

●●

●

●

●

●

●

●●●●●

●●●●●●

●

●

●●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●
●
●●

●

●

●
●

●

●

●●

●●
●

●●

●

●●

●●

●

●●

●
●●
●

●

●

●

●

●

●

●●

●

●
●

●

●

●●

●
●●

●
●

●

●
●●

●

●●

●

●

●●●●●

●
●
●

●
●

●

●
●
●●

●

●
●
●

●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●

●
●

●
●

●●

●

●

●

●
●

●

●

●

●
●
●

●

●●

●●

●●
●
●

●●
●

●●●●●●●
●
●●
●●●●

●
●
●
●
●●●

●●

●

●

●

●

●●●

●

●
●

●●

●

●

●

●

●

●●

●

●

●●●●●●

●●

●●

●

●

●

●●
●
●

●

●
●

●●●

●●●●

●

●●●●
●

●

●

●

●

●

●

●

●●●●●
●
●

●

●

●

●

●

●●

●

●
●

●

●

●

●●●●
●
●●
●
●●●

●

●

●●

●●
●

●

●

●

●

●

●●●
●

●

●

●●

●●

●
●

●

●

●
●

●

●

●

●●

●

●

●
●●●

●

●

●

●

●
●

●
●

●

●

●
●●●

●

●●

●

●●

●

●

●

●

●

●●

●

●●

●

●
●

●

●
●●

● ●

●●●

●

●
●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●●

●

●

●●●●
●●

●

●

●●

●●●●●

●●

●

●

●●

●●●

●

●●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●●

●
●

●

●
●

●

●

●

●

●

●
●

●●

●

●●

●

●
●

●
●

●●

●
●

●

●●

●

●

●

●

●

●
●

●

●

●
●●

●

●

●
●

●

●

●

●

●

●

●●

●

●●●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●●●

●

●

●●

●

●

●

●

●

●

●

●

●
●

●

●●

●

●

●●
●

●

●

●

●

●

●

●

●●

●●

●

●●●

●

●

●

●●●

●●

●

●

●

●
●

●

●

●

●

●●

●

●

●

●

●

●

●●

●

●
●

●

●●

●

●

●●

●

●●●

●

●

●

●

●●●●●●

●

●

●

●

●

●

●

●●

●

●

●

●

●●

●

●

●●●

●●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●●

●

●

●

●●

●

●

●

●
●

●

●

●

●●

●

●

●

●

●●
●
●

●

●

●

●●●●●

●

●●●●

●

●
●

●

●

●●●

●●

●

●

●

●

●●

●

●●

●●

●

●

●

●

●●

●

●

●

●●●

●

●

●

●●●

●

●

●

●

●

●

●●●

●

●

●●●

●
●

●

●

●●

●

●

●●●

●

●

●

●

●

●

●

●

●

●
●

●

●●

●

●

●

●
●

●

●

●

●

●

●
●●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●●
●
●●

●
●

●

●

●

●

●

●

●
●
●
●

●
●

●

●

●

●
●

●●

●

●

●

●

●●
●
●●
●
●●●

●

●

●
●

●

●

●

●

●

●●●

●

●

●

●

●

●

●

●
●

●

●●

●●

●●

●

●

●

●●●

●

●●●

●

●

●●

●

●

●

●
●●

●

●

●

●

●

●
●

●

●

●●

●

●

●●●

●
●●●●

●●●

●

●
●●

●

●

●

●

●

●

●

●

●

●

●

●●●

●

●

●

●●

●

●

●

●●

●●●

●●

●

●

●

●

●

●

●

●

●

●

●

●
●
●

●

●

●
●

●●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●●●

●

●●●●●

●

●●
●

●●●●
●
●●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●●

●
●

●

●

●

●

●

●

●
●

●●●

●

●

●●

●

●

●

●●●●

●

●●●●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●●

●

●

●

●●●
●●
●

●

●

●

●

●●

● ●
●

●

●

●

●

● ●

●

●●

●

●
●

●

●

● ●●
●

●

●●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●
● ●

●

●

1 0.8 0.6 0.4 0.2 0.1

snp / p / or / maf / info / directions

a . rs7853801 / 9.73e−07 / 1.49 / 0.02 / 0.903 / 0−0−0

aa

database: gwascatalog.Nov_2017.rp.txt, refGene.txt.Aug_2017.out

ACTL7B

ACTL7A

ELP1

FAM206A

CTNNAL1

TMEM245

MIR32

FRRS1L

EPB41L4B


