	Sample
	Raw_read
	Clean_read
	Clean_bases
	Error (%)
	Q20 (%)
	Q30 (%)
	GC (%)

	Blank-1
	40864078
	40519526
	5.16G
	0.05
	96.68
	92.27
	49.98

	Blank-2
	61356956
	61262968
	8.25G
	0.05
	96.6
	91.72
	48.98

	Blank-3
	65108516
	65007162
	8.97G
	0.05
	96.62
	91.73
	48.87

	Met-1
	70330244
	70223266
	9.7G
	0.05
	96.34
	91.06
	48.74

	Met-2
	47335424
	47254612
	6.44G
	0.05
	97.24
	93.15
	49.12

	Met-3
	42218702
	40896918
	5.4G
	0.05
	96.62
	92.02
	50.87


Table S3 Quality of RNA-Seq data
