Supplementary Table 5. Assay design for pyrosequencing analysis of the DNA methylation level at the LDLR, LRP1 and SCARB1 
Forward and reverse primers are shown underlined. Sequencing primers are shown double underlined. CpG dinucleotides are numbered according to the 5’ of the analysed region (GRCh37; Ensembl release 61 [February 2011]).

	
LDLR-A (4 CpGs)

	F: 5’-AGGATTTTGAAAGGTTGTTGTTATT-3’
R: 5’bio-TAAAACTCAATTCCCACTCCA-3’;
Seq: 5’-GGAGGATTTTTTAGAAGATG-3'
	210 bp



gDNA
GGCATTAGGCTATTGGAGGATCTTGAAAGGCTGTTGTTATCCTTCTGTGGACAACAACAGCAAAATGTTAACAGTTAAACATCGAGAAATTTCAGGAGGATCTTTCAGAAGATGC1GTTTCCAATTTTGAGGGGGC2GTCAGCTCTTCACC3GGAGACCCAAATACAACAAATCAAGTC4GCCTGCCCTGGCGACACTTTCGAAGGACTGGAGTGGGAATCAGAGCTTCACGGGTTAAAAAGCCGATGTCACAT

Bisulfite treated DNA
GGTATTAGGTTATTGGAGGATTTTGAAAGGTTGTTGTTATTTTTTTGTGGATAATAATAGTAAAATGTTAATAGTTAAATATCGAGAAATTTTAGGAGGATTTTTTAGAAGATGC1GTTTTTAATTTTGAGGGGGC2GTTAGTTTTTTATC3GGAGATTTAAATATAATAAATTAAGTC4GTTTGTTTTGGCGATATTTTCGAAGGATTGGAGTGGGAATTAGAGTTTTACGGGTTAAAAAGTCGATGTTATAT


	
LDLR-B (5 CpGs)

	F: 5’- GATTGGAGTGGGAATTAGAGTT-3’
R : 5’bio- TCAAATATCTTCACCTCACTACAAA-3’
Seq: 5’- GGAGTGGGAATTAGAGTTTTA-3’
	97 bp



gDNA
CGCCTGCCCTGGCGACACTTTCGAAGGACTGGAGTGGGAATCAGAGCTTCAC1GGGTTAAAAAGCC2GATGTCACATC3GGCC4GTTC5GAAACTCCTCCTCTTGCAGTGAGGTGAAGACATTTGAAAATCACCCCACTGCAAACTCCTCCCCCTGCTA

Bisulfite treated DNA
CGTTTGTTTTGGCGATATTTTCGAAGGATTGGAGTGGGAATTAGAGTTTTAC1GGGTTAAAAAGTC2GATGTTATATC3GGTC4GTTC5GAAATTTTTTTTTTTGTAGTGAGGTGAAGATATTTGAAAATTATTTTATTGTAAATTTTTTTTTTTGTTA




	LDLR-C (7 CpGs)
	F: 5’- GGGATATTGTTTGGTAGAGGT-3’
R: 5’bio- AAACTCCCTCTCAACCTATTCT-3’
Seq: 5’- TTTGGGGTTGGAAAT-3’
	138 bp



gDNA
CGTGATCCGGGTCGGGACACTGCCTGGCAGAGGCTGCGAGCATGCGGCCCTGGGGCTGGAAATTGC1GCTGGACC2GTC3GCCTTGCTCCTC4GCC5GC6GGC7GGGGACTGCAGGTAAGGCTTGCTCCAGGAGCCAGAATAGGTTGAGAGGGAGCCCCCGGGGGGCCCTTGGG

Bisulfite treated DNA
CGTGATTCGGGTCGGGATATTGTTTGGTAGAGGTTGCGAGTATGCGGTTTTGGGGTTGGAAATTGC1GTTGGATC2GTC3GTTTTGTTTTTC4GTC5GC6GGC7GGGGATTGTAGGTAAGGTTTGTTTTAGGAGTTAGAATAGGTTGAGAGGGAGTTTTCGGGGGGTTTTTGGG


	LDLR-CpGD (1 CpG)
	F: 5’-TATGTAATGGTTTGGGTTGGGA-3’
R: 5’bio-CCCTTCCCTTTCATCTTCCATATT-3’
Seq: 5’-TTTTTTTAGGAAGTTTTGAGT-3’
	164 bp



gDNA
CTTCGGACAGTGCCCATGCAATGGCTTGGGTTGGGATTTTGGTTTCTTCCTTTCCTCGTGAAGGATAAGAGAAACAGGCCCAGGGGGACCAGGATGACACCTCCATTTCTCTCCAGGAAGTTTTGAGTTTCTCTCCACC1GTGACACAATCCTCAAACATGGAAGATGAAAGGGCAGGGGATGTCAGGCCCAGAGAAACAAGTGGCTTTCAACACACAACAGCAGATGGCACCAACGAGAC

Bisulfite treated DNA
TTTCGGATAGTGTTTATGTAATGGTTTGGGTTGGGATTTTGGTTTTTTTTTTTTTTCGTGAAGGATAAGAGAAATAGGTTCAGGGGGATTAGGATGATATTTTTATTTTTTTTTAGGAAGTTTTGAGTTTTTTTTTATCGTGATATAATTTTTAAATATGGAAGATGAAAGGGGAGGGGATGTTAGGTTTAGAGAAATAAGTGGTTTTTAATATATAATAGTAGATGGTATTAACGAGAT


	LRP1-A (2 CpG)
	F: 5’bio-GGGGGTGATTTAGGGGGAATT-3’
R: 5’-ACCCACCACACACCTACC-3’
Seq: 5’-CACTATAATCCCCACA-3’
	228 bp



gDNA
GGCTGCAGCCTGCGGGGCTTCTTCCAGGGACAGTGAGGCTGGAGATGGACTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGCATGTGGACC2GTTGTAAGGGCTCTGGGGTTCCTGGGTGGGCTGGC3GAAGTCCTACTCACAGTGACCAACCATGATGATGGTCCCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

Bisulfite treated DNA
GGTTGTAGTTTGCGGGGTTTTTTTTAGGGATAGTGAGGTTGGAGATGGATTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGTATGTGGATC2GTTGTAAGGGTTTTGGGGTTTTTGGGTGGGTTGGC3GAAGTTTTATTTATAGTGATTAATTATGATGATGGTTTCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG


	LRP1-B (4 CpG)
	F: 5’-GGAAGGGTGGTATATAGGTAGTTAGT-3’
R: 5’bio-ATCACCTCCCTTATCCAACAACTTCC-3’
Seq: 5’-ATTTTTATAAAGGAGATTATAG-3’
	264 bp



gDNA
GGCTGCAGCCTGCGGGGCTTCTTCCAGGGACAGTGAGGCTGGAGATGGACTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGCATGTGGACC2GTTGTAAGGGCTCTGGGGTTCCTGGGTGGGCTGGC3GAAGTCCTACTCACAGTGACCAACCATGATGATGGTCCCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

Bisulfite treated DNA
GGTTGTAGTTTGCGGGGTTTTTTTTAGGGATAGTGAGGTTGGAGATGGATTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGTATGTGGATC2GTTGTAAGGGTTTTGGGGTTTTTGGGTGGGTTGGC3GAAGTTTTATTTATAGTGATTAATTATGATGATGGTTTCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

	LRP1-C (1 CpG)
	F: 5’-GGGTTTTTTAATATTAGTTTTGATAGGAAG-3’
R: 5’bio-CCTATCCCACAACAACACC-3’
Seq: 5’-AATATTAGTTTTGATAGGAAGT-3’
	116 bp



gDNA
GGCTGCAGCCTGCGGGGCTTCTTCCAGGGACAGTGAGGCTGGAGATGGACTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGCATGTGGACC2GTTGTAAGGGCTCTGGGGTTCCTGGGTGGGCTGGC3GAAGTCCTACTCACAGTGACCAACCATGATGATGGTCCCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

Bisulfite treated DNA
GGTTGTAGTTTGCGGGGTTTTTTTTAGGGATAGTGAGGTTGGAGATGGATTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGTATGTGGATC2GTTGTAAGGGTTTTGGGGTTTTTGGGTGGGTTGGC3GAAGTTTTATTTATAGTGATTAATTATGATGATGGTTTCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG



	LRP1-D (2 CpG)
	F: 5’-GGAATAGTTGGGAGGAGGTGA-3’
R: 5’bio-CTCAAACCTCTTACCCAATCTC-3’
Seq: 5’-TGTTTAGTTTGTTTTTTATTAGTTA-3’
	181 bp



gDNA
GGCTGCAGCCTGCGGGGCTTCTTCCAGGGACAGTGAGGCTGGAGATGGACTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGCATGTGGACC2GTTGTAAGGGCTCTGGGGTTCCTGGGTGGGCTGGC3GAAGTCCTACTCACAGTGACCAACCATGATGATGGTCCCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

Bisulfite treated DNA
GGTTGTAGTTTGCGGGGTTTTTTTTAGGGATAGTGAGGTTGGAGATGGATTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGTATGTGGATC2GTTGTAAGGGTTTTGGGGTTTTTGGGTGGGTTGGC3GAAGTTTTATTTATAGTGATTAATTATGATGATGGTTTCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

	SCARB1-A (3 CpG)
	F: 5’bio-GGGATAGTGAGGTTGGAGATGGAT-3’
R: 5’-CCTCCCTCTCCTCCTCTA-3’
Seq: 5’-AATTAATCACTATAAATAAAACTT-3’
	162 bp



gDNA
GGCTGCAGCCTGCGGGGCTTCTTCCAGGGACAGTGAGGCTGGAGATGGACTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGCATGTGGACC2GTTGTAAGGGCTCTGGGGTTCCTGGGTGGGCTGGC3GAAGTCCTACTCACAGTGACCAACCATGATGATGGTCCCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

Bisulfite treated DNA
GGTTGTAGTTTGCGGGGTTTTTTTTAGGGATAGTGAGGTTGGAGATGGATTGCGGAGATGAGGGTATAGAAGGTGGTGGC1GGGGTATGTGGATC2GTTGTAAGGGTTTTGGGGTTTTTGGGTGGGTTGGC3GAAGTTTTATTTATAGTGATTAATTATGATGATGGTTTCGATAGAGGAGGAGAGGGAGGAGGAGGGAAAAGGAAG

	SCARB1-B (9 CpGs)
	F: 5’-TGAGGGGTATTAGGTTTTATAGA-3’
R: 5’bio-AACAACCTTAAACTTCAAAATTCC-3’
Seq: 5’-GGGGGTAGAGGTAGTATG-3’
	239 bp



gDNA
GAAGGGGTAGGAGAAAGGGGAAGGGAGCAAGAGGGTGAGGGGCACCAGGCCCCATAGACGTTTTGGCTCAGCGGCCACGAAGCCTCCTCAGCTCCCGCCCCAAAACGGAAGCGAGGCCGTGGGGGCAGCGGCAGCATGGC1GGGGCTTGTCTTGGC2GGCCATGGCCCC3GCCCCCTGCCC4GTCC5GATCAGC6GCCCC7GCCCC8GTCCCC9GCCCCGACCCCGCCCCGGGCCCGCTCAGGCCCCGCCCCTGCCGCCGGAATCCTGAAGCCCAAGGCTGCCCGGGGGCGGTCCGGCGGCGCCGGCGATGGGG

Bisulfite treated DNA
GAAGGGGTAGGAGAAAGGGGAAGGGAGTAAGAGGGTGAGGGGTATTAGGTTTTATAGACGTTTTGGTTTAGCGGTTACGAAGTTTTTTTAGTTTTCGTTTTAAAACGGAAGCGAGGTCGTGGGGGTAGCGGTAGTATGGC1GGGGTTTGTTTTGGC2GGTTATGGTTTC3GTTTTTTGTTC4GTTC5GATTAGC6GTTTC7GTTTC8GTTTTC9GTTTCGATTTCGTTTCGGGTTCGTTTAGGTTTCGTTTTTGTCGTCGGAATTTTGAAGTTTAAGGTTGTTCGGGGGCGGTTCGGCGGCGTCGGCGATGGGG


	SCARB1-C (5 CpG)
	F: 5’-GTTGTGGGGTAGGAGGTGTGTATA-3’
R: 5’bio-CTCCCTATAAAAAAAACCAATAAATC-3’
Seq: 5’-GGTTTTTAGGTAGGTATTGTA-3’
	131 bp



gDNA
AGGGACAGACTTGGCGAAGGGGCCGAGCTCAGCTTTGGCTGTGGGGCCGGAGGTGTGCACAGACGTCCAGGGCCCCTGGTTCCCAGGCAGGCATTGCAGGC1GAGTAGAAGGGAAAC2GTCCCATGCAGC3GGGGC4GGGGC5GTCTGACCCACTGGCTTCCCCCACAGGGAGTTCAGGCACAAAAGCAACATCACCTTCAACAACA

Bisulfite treated DNA
AGGGATAGATTTGGCGAAGGGGTCGAGTTTAGTTTTGGTTGTGGGGTCGGAGGTGTGTATAGACGTTTAGGGTTTTTGGTTTTTAGGTAGGTATTGTAGGC1GAGTAGAAGGGAAAC2GTTTTATGTAGC3GGGGC4GGGGC5GTTTGATTTATTGGTTTTTTTTATAGGGAGTTTAGGTATAAAAGTAATATTATTTTTAATAATA
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