Supplementary Table 1. Characteristics of epigenotyped CpG dinucleotides and their associations with mRNA levels in placenta (n=46)

	Gene-CpG ID
	Mean DNA methylation levels ± SD (%)
	Association with mRNA levels

	Mean LDLR-CpGAa
	12.0±3.5
	r=-0.35
p=0.02

	LRP1-CpGA2
	83.4±5.4
	[bookmark: _GoBack]r=0.25
p=0.10

	LRP1-CpGC1
	52.9±7.1
	r=-0.27
p=0.07

	LRP1-CpGD1
	80.0±3.6
	r=-0.33
p=0.02

	LRP1-CpGD2
	89.1±2.5
	r=-0.27
p=0.07

	
	
	


P-values were obtained after consideration for gestational age and newborn’s gender.
aMean LDLR-CpGA was computed as mean DNAm level at LDLR-CpGA2, LDLR-CpGA3 and LDLR-CpGA4. CpG dinucleotides selected for further analysis are shown in bold. 
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LDLR, Low-density lipoprotein receptor; LRP1, LDL receptor related protein 1; SD, standard deviation
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