Supplementary Table 1. Effect of genotype and dietary CP content on the fatty acid profile (g per 100 g of FAME) of outer and inner subcutaneous back-fat layers of pigs biopsied at 38 kg BW (least squares means)

	Genotype
	IB
	
	LW×LR
	
	
	P-value1

	CP
	LP diet
	HP diet
	
	LP diet
	HP diet
	
	RSD
	G
	CP
	G x CP

	Fatty acid composition, %
	
	
	
	
	
	
	
	
	
	

	Outer back-fat layer
	
	
	
	
	
	
	
	
	
	

	C14:0
	1.25
	1.23
	
	1.15
	1.06
	
	0.24
	0.14
	0.55
	0.73

	C16:0
	25.1
	24.8
	
	26.1
	25.3
	
	1.07
	0.08
	0.18
	0.48

	C16:1 n-9
	0.28
	0.29
	
	0.31
	0.37
	
	0.05
	 0.02
	0.07
	0.16

	C16:1 n-7
	2.00
	2.00
	
	1.98
	2.00
	
	0.24
	0.86
	0.93
	0.95

	C17:0
	1.01
	0.98
	
	0.74
	0.89
	
	0.17
	< 0.01
	0.34
	0.15

	C17:1
	1.10
	0.98
	
	0.78
	0.91
	
	0.22
	0.03
	0.96
	0.13

	C18:0
	15.2
	14.7
	
	13.2
	12.7
	
	2.13
	 0.02
	0.52
	0.95

	C18:1 n-9
	40.1
	40.4
	
	39.8
	38.0
	
	1.65
	0.04
	0.21
	0.09

	C18:1 n-7
	3.07
	3.21
	
	2.58
	2.48
	
	0.45
	< 0.01
	0.91
	0.49

	C18:2 n-6
	8.45a
	8.93a
	
	10.9b
	13.7c
	
	1.01
	< 0.01
	<0.01
	< 0.01

	C18:3 n-3
	0.56a
	0.59a
	
	0.83b
	1.06c
	
	0.08
	< 0.01
	< 0.01
	< 0.01

	C18:4 n-3
	0.24
	0.25
	
	0.25
	0.25
	
	0.08
	0.80
	0.68
	0.90

	C20:1 n-9
	1.22
	1.20
	
	0.82
	0.86
	
	0.16
	< 0.01
	0.97
	0.63

	C20:4 n-6
	0.09
	0.08
	
	0.07
	0.08
	
	0.02
	0.05
	0.93
	0.28

	C20:3 n-9
	0.17
	0.17
	
	0.22
	0.24
	
	0.04
	< 0.01
	0.78
	0.60

	C20:5 n-3
	0.14ab
	0.14b
	
	0.13a
	0.16c
	
	0.01
	0.40
	< 0.01
	< 0.01

	Total SFA
	42.5
	41.8
	
	41.2
	39.9
	
	1.62
	 0.01
	0.09
	0.65

	Total MUFA
	47.8
	48.1
	
	46.3
	44.6
	
	1.49
	< 0.01
	0.20
	0.08

	Total PUFA
	9.68a
	10.2a
	
	12.5b
	15.5c
	
	1.09
	< 0.01
	< 0.01
	< 0.01

	Inner back-fat layer
	
	
	
	
	
	
	
	
	
	

	C14:0
	1.23b
	1.18ab
	
	1.11a
	1.17ab
	
	0.06
	0.01
	0.94
	0.04

	C16:0
	25.9
	25.9
	
	24.9
	24.9
	
	0.87
	< 0.01
	0.95
	0.97

	C16:1 n-9
	0.28
	0.27
	
	0.27
	0.28
	
	0.06
	0.92
	0.96
	0.56

	C16:1 n-7
	2.02
	1.79
	
	1.99
	1.89
	
	0.23
	0.72
	0.06
	0.43

	C17:0
	0.97
	1.01
	
	0.68
	0.76
	
	0.15
	< 0.01
	0.26
	0.76

	C17:1
	0.93
	0.91
	
	0.75
	0.80
	
	0.18
	0.04
	0.87
	0.60

	C18:0
	16.5
	17.1
	
	14.6
	14.5
	
	1.33
	< 0.01
	0.65
	0.47

	C18:1 n-9
	38.9
	38.5
	
	40.0
	38.2
	
	1.10
	0.31
	0.01
	0.10

	C18:1 n-7
	2.49
	2.87
	
	3.15
	2.91
	
	0.59
	0.12
	0.74
	0.16

	C18:2 n-6
	8.54a
	8.12a
	
	10.3b
	12.2c
	
	1.22
	< 0.01
	0.12
	0.02

	C18:3 n-3
	0.50
	0.56
	
	0.75
	0.88
	
	0.16
	< 0.01
	0.14
	0.54

	C18:4 n-3
	0.22
	0.22
	
	0.25
	0.24
	
	0.07
	0.40
	0.89
	0.93

	C20:1 n-9
	0.97
	1.06
	
	0.87
	0.90
	
	0.19
	0.08
	0.42
	0.69

	C20:4 n-6
	0.28
	0.23
	
	0.07
	0.07
	
	0.15
	< 0.01
	0.60
	0.65

	C20:3 n-9
	0.15
	0.16
	
	0.19
	0.21
	
	0.05
	0.04
	0.50
	0.68

	C20:5 n-3
	0.10
	0.12
	
	0.12
	0.16
	
	0.03
	0.01
	0.03
	0.60

	Total SFA
	44.6
	45.2
	
	41.3
	41.3
	
	1.57
	< 0.01
	0.60
	0.60

	Total MUFA
	45.6a
	45.4a
	
	47.0b
	44.9a
	
	1.04
	0.18
	< 0.01
	0.02

	Total PUFA
	9.86a
	9.42a
	
	11.7b
	13.8c
	
	1.39
	< 0.01
	0.13
	0.02


FAME = Fatty acid methyl esters; G = Genotype; IB = Iberian pigs; LW×LR = Crossbred Landrace x Large White pigs; CP: Crude protein; LP = Low protein diet, 12.6% CP as fed; HP = High protein diet, 16.6% CP as fed; RSD = residual standard deviation (n = 32 for both outer and inner subcutaneous back-fat layers); SFA = Saturated fatty acids; MUFA = Monounsaturated fatty acids; PUFA = Polyunsaturated fatty acids.
1Within a row values with different superscript differ significantly (P < 0.05).
Supplementary Table 2. Effect of genotype and dietary CP content on the fatty acid profile (g per 100 g of FAME) of outer and inner subcutaneous back-fat layers of pigs biopsied at 65 kg BW (least squares means)

	Genotype
	IB
	
	LW×LR
	
	
	P-value1

	CP
	LP diet
	HP diet
	
	LP diet
	HP diet
	
	RSD
	G
	CP
	G x CP

	Fatty acid composition, %
	
	
	
	
	
	
	
	
	
	

	Outer back-fat layer
	
	
	
	
	
	
	
	
	
	

	C14:0
	1.02
	1.08
	
	1.25
	1.18
	
	0.37
	0.42
	0.97
	0.76

	C16:0
	26.3
	24.2
	
	25.9
	25.5
	
	1.51
	0.64
	0.16
	0.34

	C16:1 n-9
	0.17
	0.25
	
	0.33
	0.25
	
	0.07
	0.08
	0.92
	0.08

	C16:1 n-7
	1.83
	1.98
	
	2.09
	1.71
	
	0.39
	0.97
	0.59
	0.25

	C17:0
	0.84
	1.32
	
	0.75
	0.74
	
	0.35
	0.11
	0.24
	0.22

	C17:1
	0.78
	1.36
	
	0.86
	0.73
	
	0.50
	0.35
	0.43
	0.23

	C18:0
	16.6
	15.7
	
	10.7
	12.7
	
	2.45
	< 0.01
	0.68
	0.30

	C18:1 n-9
	40.3
	40.5
	
	43.0
	43.4
	
	1.94
	< 0.01
	0.58
	0.75

	C18:1 n-7
	3.02
	2.59
	
	2.36
	1.06
	
	0.52
	< 0.01
	0.01
	0.16

	C18:2 n-6
	7.09
	8.42
	
	10.5
	10.4
	
	0.76
	< 0.01
	0.17
	0.12

	C18:3 n-3
	0.39
	0.57
	
	0.79
	0.37
	
	0.26
	0.51
	0.43
	0.06

	C18:4 n-3
	0.17
	0.27
	
	0.22
	0.33
	
	0.09
	0.34
	0.06
	0.87

	C20:1 n-9
	1.11
	1.22
	
	0.88
	1.01
	
	0.45
	0.39
	0.63
	0.97

	C20:4 n-6
	0.06
	0.20
	
	0.08
	0.16
	
	0.12
	0.81
	0.11
	0.67

	C20:3 n-9
	0.11
	0.16
	
	0.15
	0.14
	
	0.09
	0.83
	0.68
	0.55

	C20:5 n-3
	0.12
	0.14
	
	0.13
	0.16
	
	0.05
	0.53
	0.33
	0.71

	Total SFA
	44.8
	42.4
	
	38.6
	40.1
	
	2.38
	< 0.01
	0.74
	0.16

	Total MUFA
	47.3
	47.9
	
	49.5
	48.2
	
	1.46
	0.14
	0.68
	0.26

	Total PUFA
	7.94
	9.80
	
	11.9
	11.7
	
	1.05
	< 0.01
	0.19
	0.10

	Inner back-fat layer
	
	
	
	
	
	
	
	
	
	

	C14:0
	1.24
	1.25
	
	1.27
	1.17
	
	0.09
	0.64
	0.36
	0.26

	C16:0
	26.8
	25.7
	
	26.0
	24.5
	
	0.99
	0.08
	0.03
	0.62

	C16:1 n-9
	0.25
	0.29
	
	0.31
	0.24
	
	0.05
	0.90
	0.73
	0.06

	C16:1 n-7
	1.80
	1.99
	
	2.10
	1.73
	
	0.30
	0.89
	0.59
	0.10

	C17:0
	0.85
	0.90
	
	0.75
	0.69
	
	0.18
	0.14
	0.93
	0.54

	C17:1
	0.78
	0.93
	
	0.86
	0.67
	
	0.23
	0.47
	0.86
	0.18

	C18:0
	17.3
	16.3
	
	12.5
	14.9
	
	1.75
	< 0.01
	0.44
	0.09

	C18:1 n-9
	38.4
	39.8
	
	41.2
	41.1
	
	1.29
	0.01
	0.39
	0.30

	C18:1 n-7
	2.71
	2.90
	
	2.38
	2.04
	
	0.76
	0.17
	0.85
	0.52

	C18:2 n-6
	7.51
	7.46
	
	10.2
	9.86
	
	0.75
	< 0.01
	0.59
	0.68

	C18:3 n-3
	0.54
	0.52
	
	0.77
	0.72
	
	0.05
	< 0.01
	0.21
	0.54

	C18:4 n-3
	0.27ab
	0.25ab
	
	0.22a
	0.30b
	
	0.04
	0.99
	0.18
	0.03

	C20:1 n-9
	1.04
	1.09
	
	0.89
	1.18
	
	0.15
	0.68
	0.06
	0.16

	C20:4 n-6
	0.27
	0.32
	
	0.07
	0.25
	
	0.22
	0.27
	0.35
	0.57

	C20:3 n-9
	0.14
	0.17
	
	0.21
	0.19
	
	0.04
	0.03
	0.86
	0.30

	C20:5 n-3
	0.12a
	0.11a
	
	0.13a
	0.18b
	
	0.02
	< 0.01
	0.08
	0.02

	Total SFA
	46.1
	44.1
	
	40.6
	41.3
	
	2.07
	< 0.01
	0.56
	0.25

	Total MUFA
	45.0
	47.0
	
	47.8
	47.0
	
	1.70
	0.15
	0.53
	0.15

	Total PUFA
	8.88
	8.86
	
	11.7
	11.8
	
	0.99
	< 0.01
	0.93
	0.90


FAME = Fatty acid methyl esters; G = Genotype; IB = Iberian pigs; LW×LR = Crossbred Landrace x Large White pigs; CP: Crude protein; LP = Low protein diet, 12.6% CP as fed; HP = High protein diet, 16.6% CP as fed; RSD = residual standard deviation (n = 15 for both outer and inner subcutaneous back-fat layers); SFA = Saturated fatty acids; MUFA = Monounsaturated fatty acids; PUFA = Polyunsaturated fatty acids.
1Within a row values with different superscript differ significantly (P < 0.05).
Supplementary Table 3. Effect of genotype and dietary CP content on the fatty acid profile (g per 100 g of FAME) of outer and inner subcutaneous back-fat layers of pigs biopsied at 90 kg BW (least squares means)

	Genotype
	IB
	
	LW×LR
	
	
	P-value1

	CP
	LP diet
	HP diet
	
	LP diet
	HP diet
	
	RSD
	G
	CP
	G x CP

	Fatty acid composition, %
	
	
	
	
	
	
	
	
	
	

	Outer back-fat layer
	
	
	
	
	
	
	
	
	
	

	C14:0
	1.32
	1.28
	
	1.22
	1.17
	
	0.07
	0.02
	0.30
	0.79

	C16:0
	26.2
	25.9
	
	25.4
	24.9
	
	0.60
	0.02
	0.29
	0.69

	C16:1 n-9
	0.18b
	0.19b
	
	0.19b
	0.10a
	
	0.04
	0.13
	0.15
	0.05

	C16:1 n-7
	1.76
	1.70
	
	1.81
	1.53
	
	0.27
	0.69
	0.26
	0.48

	C17:0
	0.71
	1.07
	
	0.57
	0.61
	
	0.21
	0.02
	0.09
	0.19

	C17:1
	0.64
	0.89
	
	0.58
	0.54
	
	0.22
	0.10
	0.38
	0.24

	C18:0
	15.3
	15.1
	
	15.0
	15.8
	
	1.44
	0.80
	0.76
	0.50

	C18:1 n-9
	41.3
	41.3
	
	41.4
	41.2
	
	1.15
	0.96
	0.92
	0.89

	C18:1 n-7
	3.22
	3.21
	
	2.79
	2.90
	
	0.44
	0.14
	0.84
	0.81

	C18:2 n-6
	6.69
	6.95
	
	8.64
	8.36
	
	0.58
	< 0.01
	0.96
	0.40

	C18:3 n-3
	0.43
	0.42
	
	0.55
	0.55
	
	0.07
	< 0.01
	0.89
	0.98

	C18:4 n-3
	0.22
	0.19
	
	0.24
	0.23
	
	0.09
	0.57
	0.66
	0.90

	C20:1 n-9
	1.40b
	1.26b
	
	0.95a
	1.33b
	
	0.15
	0.03
	0.16
	< 0.01

	C20:4 n-6
	0.47ab
	0.42a
	
	0.42a
	0.55b
	
	0.06
	0.17
	0.23
	0.01

	C20:3 n-9
	0.11
	0.04
	
	0.16
	0.08
	
	0.06
	0.20
	0.03
	0.85

	C20:5 n-3
	0.02
	0.05
	
	0.05
	0.11
	
	0.07
	0.25
	0.33
	0.66

	Total SFA
	43.5
	43.4
	
	42.2
	42.5
	
	1.54
	0.21
	0.96
	0.78

	Total MUFA
	48.5
	48.6
	
	47.7
	47.6
	
	1.52
	0.29
	0.99
	0.93

	Total PUFA
	7.95
	8.07
	
	10.1
	9.87
	
	0.61
	< 0.01
	0.89
	0.63

	Inner back-fat layer
	
	
	
	
	
	
	
	
	
	

	C14:0
	1.27
	1.24
	
	1.17
	1.11
	
	0.06
	< 0.01
	0.17
	0.74

	C16:0
	27.0
	25.9
	
	26.0
	25.0
	
	0.90
	0.05
	0.04
	0.95

	C16:1 n-9
	0.13
	0.21
	
	0.19
	0.21
	
	0.05
	0.19
	0.06
	0.20

	C16:1 n-7
	1.62
	1.93
	
	1.72
	1.52
	
	0.39
	0.46
	0.79
	0.23

	C17:0
	0.72
	1.04
	
	0.63
	0.73
	
	0.29
	0.20
	0.19
	0.48

	C17:1
	0.58
	1.04
	
	0.60
	0.65
	
	0.42
	0.40
	0.25
	0.37

	C18:0
	17.1
	15.9
	
	17.6
	17.2
	
	1.50
	0.25
	0.31
	0.60

	C18:1 n-9
	40.1
	40.8
	
	39.1
	38.8
	
	0.68
	<0.01
	0.58
	0.19

	C18:1 n-7
	2.93
	2.93
	
	2.81
	2.79
	
	0.25
	0.32
	0.90
	0.94

	C18:2 n-6
	6.37
	6.81
	
	7.94
	9.19
	
	0.86
	< 0.01
	0.08
	0.37

	C18:3 n-3
	0.33
	0.48
	
	0.57
	0.66
	
	0.13
	< 0.01
	0.09
	0.69

	C18:4 n-3
	0.17
	0.12
	
	0.25
	0.30
	
	0.09
	0.02
	0.93
	0.35

	C20:1 n-9
	1.25c
	1.14bc
	
	0.83a
	1.03ab
	
	0.14
	<0.01
	0.53
	0.04

	C20:4 n-6
	0.41a
	0.39a
	
	0.39a
	0.53b
	
	0.06
	0.06
	0.04
	0.02

	C20:3 n-9
	0.05
	0.06
	
	0.16
	0.18
	
	0.06
	<0.01
	0.62
	0.83

	C20:5 n-3
	0.00
	0.06
	
	0.10
	0.12
	
	0.05
	 0.02
	0.15
	0.49

	Total SFA
	46.1
	44.1
	
	45.4
	44.0
	
	1.90
	0.70
	0.11
	0.75

	Total MUFA
	46.6
	48.0
	
	45.2
	45.0
	
	1.30
	<0.01
	0.39
	0.24

	Total PUFA
	7.33
	7.93
	
	9.44
	11.0
	
	1.00
	< 0.01
	0.05
	0.36


FAME = Fatty acid methyl esters; G = Genotype; IB = Iberian pigs; LW×LR = Crossbred Landrace x Large White pigs; CP: Crude protein; LP = Low protein diet, 12.6% CP as fed; HP = High protein diet, 16.6% CP as fed; RSD = residual standard deviation (n = 15 for both outer and inner subcutaneous back-fat layers); SFA = Saturated fatty acids; MUFA = Monounsaturated fatty acids; PUFA = Polyunsaturated fatty acids.
1Within a row values with different superscript differ significantly (P < 0.05).
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